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Twente, Enschede, The Netherlands; 2Free University of 
Brussels, Brussels, Belgium 
MPZ 495 Direct Observation of the Forbidden Hydrogen Atom 
Adduct to Acetonitrile: A Neutralization-Reionization 
Mass Spectrometric and Computational Study; 
Xiaohong Chen; Erik A Syrstad; Franktišek Turecek; 
University of Washington, Seattle, WA 
MPZ 496 Time Resolved Enzyme Kinetics Studies Using 
Electrospray Ionization Mass Spectrometry; Derek J. 
Wilson; Lars Konermann; University of Western Ontario, 
London, ON, Canada 
MPZ 497 Determination of Relative Activation Energy for Metal-
Ligand Bond Breaking by IR Multiphoton Dissociation 
FT-ICR Mass Spectrometry; Gregory A. Khitrov1; 
Norris W.  Hoffman2; Thomas R. Cundari3; Alan G.  
Marshall1; 1Florida State University, Tallahassee, FL; 
2University of South Alabama, Mobile, AL; 3University of 
North Texas, Denton, TX 
 
TUESDAY POSTERS 
Tuesday posters should be set up 7:30 – 8:00 am on Tuesday and 
removed 7:30 – 8:00 pm on Tuesday.  Authors of odd numbered posters 
(i.e., 001, 003, 005) present 8:45 – 10:15 am on Tuesday.  Authors of 
even numbered posters (i.e., 002, 004, 006) present 1:30 – 3:00 pm on 
Tuesday. 
BIOINFORMATICS 
TPA 002 Accurate Mass SEQUEST Searches with Data from a 
Hybrid Linear Ion-Trap/Fourier Transform Mass 
Spectrometer; Mike Senko; Vlad Zabrouskov; Jim 
Shofstahl; Robert Barkovich; Thermo Electron Corp, San 
Jose, CA 
TPA 003 Assessing Data Quality of Peptide Mass Spectra by 
Quadrupole Ion Trap Mass Spectrometry; Ming Xu1; 
Lewis Y. Geer1; Stephen H.  Bryant1; Jeri S.  Roth2; Sara 
Yang2; Jeffrey A. Kowalak2; Dawn M. Maynard2; Sanford 
P. Markey2; 1National Center for Biotechnology 
Informat,NLM,NIH, Bethesda, MD; 2National Institute of 
Mental Health,NIH, Bethesda, MD 
TPA 004 Nucleotide Correlations Determine the Amino Acid 
Repetitiveness in Protein Sequences; Mikhail M Savitski; 
Igor A Ivonin; Roman A Zubarev; Uppsala University, 
Uppsala, Sweden 
TPA 005 An Online Database for the Nicotiana Tabacum BY-2 
Proteome; Kris Laukens; Peter Deckers; Harry Van 
Onckelen; Erwin Witters; University of Antwerp, Antwerp, 
Belgium 
TPA 006 Mediator-Lipidomics Databases, Algorithms, and 
Software for Identification of Novel Lipid Mediators 
via LC-UV-MS3; Yan Lu; Song Hong; Charles N. Serhan; 
Brigham and Women's Hospital,Harvard Med School, 
Boston, MA 
TPA 007 Wavelet-Based Feature Extraction for Classification of 
MALDI Mass Spectra; Dale S. Cornett; Sarah A. 
Schwartz; Richard M. Caprioli; Vanderbilt University, 
Nashville, TN 
TPA 008 Improved Algorithms for Interpretation of High 
Resolution Mass Spectra; Parminder Kaur; Konstantin  
Aizikov; Peter B OConnor; Boston University, Boston, MA 
TPA 009 SPEQUAL, a Tandem Mass Spectral Quality 
Assesment Tool for Proteomics Data; Samuel O. 
Purvine; Tim Cherny; Natali Kolker; Eugene Kolker; 
BIATECH, Bothell, WA 
TPA 010 MassAnalyzer – A Program for Automated "Bottom-
Up" Protein Characterization; Zhongqi Zhang Amgen, 
Thousand Oaks, CA 
TPA 011 Protein Identification from Sequence Tags with De 
Novo Sequencing Errors: A Comparison between 
SPIDER and MS-BLAST; Yonghua Han; Bin Ma; 
Kaizhong Zhang; University of Western Ontario, London, 
Canada 
TPA 012 The Use DNA Microarray Analysis Tools to Analyze 
Serum Protein Patterns Obtained Using SELDI-MS; 
Michael R. Weil; Kevin P. Rosenblatt; Harold R. Garner; 
UT Southwestern, Dallas, TX 
TPA 013 Differential Proteomics via a Probabilistic Peptide 
Score Function; Jacques Colinge; Alexandre Masselot; 
Diego Chiappe; Nicolas Barillat; Marc Moniatte; GeneProt 
Inc., Meyrin, Switzerland 
TPA 014 Protein Results Parser – A Tool for Handling Tandem 
Mass Spectrometry Protein Database Search Results; 
Kiran Annaiah; Randy J. Arnold; Milos V. Novotny; 
Indiana University, Bloomington, IN 
TPA 015 An R Library for Quantitative Proteomic Data 
Analysis; D. Leif Rustvold; Larry David; Phillip 
Wilmarth; Oregon Health & Sciences University, Portland, 
OR 
TPA 016 “Top Down” Charge State Dependent Fragmentation 
Tendencies and Their Effect on Unknown Protein 
Identification; Jason M. Hogan; Scott A. McLuckey; 
Purdue University, West Lafayette, IN 
TPA 017 An Improved Model for Predicting the Peak Intensity 
of Peptide Mass Fingerprints; Konstantinos Thalassinos; 
Susan E. Slade; James H. Scrivens; University of warwick, 
Coventry, UK 
TPA 018 WUSEQTAG – Identification of Proteins in Unknown 
Genomes; Ilan Vidavsky; Michael L. Gross; Washington 
University, St. Louis, MO 
TPA 019 Identification of Multiple Peptides from a Single 
Collision-Induced Dissociation spectrum collected by a 
tandem mass spectrometry; Ning Zhang; Xiaojun Li; 
Mingliang Ye; Sheng Pan; Schwikowski Benno; Aebersold 
Ruedi; Institute for Systems Biology, Seattle, WA 
TPA 020 Iterative database searches: An approach to enhance 
the functional information obtained from LCMS data; 
Keiryn L.  Bennett; Dan B.  Kristensen; Søren G. 
Schandorff; Erik T.  Nielsen; Jan C.  Brønd; Hans M.  
Jespersen; Alexandre V.  Podtelejnikov; MDS Inc. 
Denmark, Odense, Denmark 
CLINICAL CHEMISTRY 
TPB 021 Measurement of Enzyme Activity by Tandem Mass 
Spectrometry: The Biotinidase Case; Harry J. Sterling; 
Blas A. Cerda; PerkinElmer Life and Analytical Sciences, 
Boston, MA 
TPB 022 Analysis of the Tobacco-specific Nitrosamine 4-
(Methylnitrosamino)-1-(3-pyridyl)-1-butanol in Urine 
by SPE on a Molecularly Imprinted Polymer (MIP) 
Column and LC MS/MS; Yang Xia; James E McGuffey; 
Lanqing Wang; John T Bernert; Centers for Disease 
Control and Prevention, Atlanta, GA 
TPB 023 A LC/MS/MS Method for the Analysis of the docetaxel 
(Taxotere) from Pre-Clinical and Clinical Samples; 
Jihai Pang; Edward  Felix; Hai T. Tran; John Nguyen; 
Timothy Madden; Robert A. Newman; M.D. Anderson 
Cancer Center, Houston, TX 
TPB 024 Analysis of 4-aminobiphenyl and Related Aromatic 
Amines in Urine and as Hemoglobin Adducts by a GC 
Tandem Mass Spectrometric Method; Tiffany T. Hoang; 
Barbara B. Miller; J. Thomas Bernert; 
CDC/NCEH/DLS/ERAT, Atlanta, GA 
TPB 025 Simultaneous Quantitation of HIV Drugs in Human 
Plasma by High-Performance Liquid Chromatography 
Tandem Mass Spectrometry; Hongkun Liang; Crystal  
Nguyen; Yongdong Zhu; Kumar Ramu; Benjamin  M. 
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Chien; Robert Harman; Joynette Pringle; Rina Pan; Fiona 
Lee; Quest Pharmaceutical Services, Newark, DE 
TPB 026 Rapid Quantitative Determination of Succinylacetone 
(SUAC) in Newborn Blood Spots by Liquid 
Chromatography Tandem Mass Spectrometry (LC-
MS/MS); Mark J Magera; Nishantha D Gunawardena; 
Piero Rinaldo; SiHoun Hahn; Dietrich Matern; Mayo 
Clinic College of Medicine, Rochester, MN 
TPB 027 Simultaneous Determination of Norethindrone and 
Ethinyl Estradiol in Human Plasma by High 
Performance Liquid Chromatography with Tandem 
Mass Spectrometry; Wenkui Li1; Yinghe Li1; Austin C. 
Li1; Melissa J. King1; David Chu2; Ted Brus2; Brian 
Beato2; Thomas E. Addison1; Diane T. Francisco1; 
Naidong Weng1; 1Covance Laboratories Inc., Madison, 
WI; 2Covance Laboratories Inc, Indianapolis, IN 
TPB 028 Determination of Asymmetric Dimethylarginine 
(ADMA) by Liquid Chromatography Tandem Mass 
Spectrometry: Labeled ADMA Internal Standard Does 
Make a Difference; Jennie N. Ward; Mark J. Magera; 
Abdul Fauq; Anna Svatikova; Virend K. Somers; Allan S. 
Jaffe; Joseph P. McConnell; Mayo Clinic College of 
Medicine, Rochester, MN 
TPB 029 A Sensitive Assay for the Measurement of Testosterone 
in Human Serum by LC-MS/MS; Robert E. Nelson; 
Ravinder J. Singh; Stefan K. Grebe; Mayo Clinic, 
Rochester, MN 
TPB 030 Clincial Analysis of Transthyretin Variants; H. Robert 
Bergen; Steven R, Zeldenrust; Denise S. Snow; Malinda L. 
Butz; Stephen N. Thibodeau; Peter J. Dyck; P. James B. 
Dyck; Christopher J. Klein; John F. O'Brien; David C. 
Muddiman; Mayo Clinic College of Medicine, Rochester, 
MN 
TPB 031 The Utilization of Mass Spectrometry for Antiviral 
Characterization in Clinical HIV Antiviral Therapy 
Management; Valerie A Frerichs; Jennifer Herrmann; 
Luis A  Colón; Robert DiCenzo; Gene D Morse; State 
University of New York at Buffalo, Buffalo, NY 
TPB 032 A Fully Automated LCMS Assay for the Simultaneous 
Determination of 11 Bile Acids in Liver Samples; 
Kathleen I MacKenzie; Bhasha  Desai; Stacey Jones; 
GlaxoSmithKline, RTP, NC 
TPB 033 Quantitative Determination of Antalarmin, a Novel 
Corticotropin-Releasing Hormone Receptor-1 
Antagonist, in Rat Plasma by Reversed-Phase LC-MS; 
Stephen D Fox1; John M Roman1; Giovanni Cizza2; 
Timothy D Veenstra1; Haleem J Issaq1; 1SAIC-Frederick, 
Inc., Frederick, MD; 2National Institutes of Mental Health, 
Bethesda, MD 
TPB 034 Towards a Highly-Selective Analysis of Drugs in 
Biofluids by means of Multidimensional Solid-Phase 
Extraction (MD-SPE) coupled to LC-MS/MS; Katrin 
Georgi; Karl-Siegfried Boos; Institute of Clinical 
Chemistry, Munich, Germany 
TPB 035 An Assay for the Simultaneous Quantitation of Opioids 
in Biological Samples by LC/MS/MS; Yan Ling Zhang; 
Iman ElKiweri; Ka-Yun Ng; Thomas Henthorn; Uwe 
Christians; University of Colorado Health Sciences Center, 
Denver, CO 
TPB 036 High-Performance Liquid Chromatography/Tandem 
Mass Spectrometric Assay for the Simultaneous 
Measurement of Dopamine, Norepinephrine, 5-
hydroxytryptamine and Cocaine in Rat Brain 
Dialysates; Mark E Hows; Laurent Lacroix; Christian 
Heidbreder; Andrew J  Organ; Ajit J Shah; 
Glaxosmithkline, Harlow, Essex, UK 
TPB 037 Strategies for Quantification of Insulin and 
Insulinanalogues by LC MS/MS; Christoph Magnes; 
Christina Gatschelhofer; Thomas R. Pieber; Frank M. 
Sinner; Institute of Med. Technologies a. 
Healthmanagement, Graz, Austria 
TPB 038 Evaluation of Gastric Permeability Using Serum 
Sucrose Concentrations; William E. Holmes1; Noah D. 
Cohen3; Allen Roussel3; Karyl K. Buddington1; Moby 
Solangi2; Connie  Chevis2; Delphine  Vanderpool2; Randal 
K.  Buddington1; 1Mississippi State Univeristy, Mississippi 
State, MS; 2Institute of Marine Mammal Studies, Gulfport, 
MS; 3Texas A & M University, College Station, TX 
TPB 039 Measuring Ketolic Endogenous Estrogens in Human 
Urine by Stable Isotope Dilution High-Performance 
Liquid Chromatography-Mass Spectrometry; Xia Xu1; 
Larry K Keefer2; Regina G Ziegler3; Timothy D Veenstra1; 
1SAIC-Frederick, Inc., Frederick, MD; 2National Cancer 
Institute at Frederick, Frederick, MD; 3National Cancer 
Institute, Bethesda, MD 
TPB 040 Metabolite Derivatization Approaches to Enhance 
Sensitivity and Coverage; Grace C. Tong; Elizabeth 
Want; Winnie Popovich; Gary Siuzdak; The Scripps 
Research Institute, La Jolla, CA 
TPB 041 DIOSD: A Tool for Small Molecules Fingerprinting in 
the Biological Samples; Agnieszka Kraj1; Malgorzata  
Brozek1; Andrzej  Parczewski1; Wojciech  Piekoszewski1; 
Janusz Pach1; Anna Górecka-Drzazga2; Jan Dziuban2; 
Jerzy Silberring1; 1Jagiellonian University, Kraków, 
Poland; 2Wroclaw University of Technology, Wroclaw, 
Poland 
TPB 042 Characterization of an Antiproliferative Factor from 
Interstitial Cystitis Patients; Thomas P Conrads1; 
Timothy D Veenstra1; Susan K Keay2; Zoltan Szekely3; 
Joseph J Barchi3; Chen-Ou Zhang2; Kristopher R Koch2; 
Christopher J Michedja3; 1SAIC-Frederick, Inc., Frederick, 
MD; 2University of Maryland School of Medicine, 
Baltimore, MD; 3National Cancer Institute, Frederick, MD 
TPB 043 Simultaneous Quantitation of Five Antiepileptic Drugs 
in Human Plasma by LC-ESI-MS/MS; Katerina 
Sadilkova; Barbara A. Busby; Rhona M. Jack; Children's 
Hospital & Regional Medical Center, Seattle, WA 
TPB 044 Deuterium Labeled Dicarboxylic Acylcarnitines for the 
Differentiation of Fatty Acid Oxidation Disorders by 
Tandem Mass Spectrometry; David W Johnson Womens 
and Childrens Hospital, North Adelaide, SA Australia 
TPB 045 An Automated High-troughput LC/LC-MS/MS 
Platform for the Clinical Therapeutic Drug Monitoring 
of All Immunosuppressants; Yan Ling Zhang; Kang Dai; 
Cecil DeSilva; Jamie Bendrick-Peart; Michael Armstrong; 
Uwe Christians; University of Colorado Health Sciences 
Center, Denver, CO 
TPB 046 Direct Determination of Tetrahydrocortisol and 
Tetrahydrocortisone in Urine Samples from Patients 
under Steroid Drugs Treatment by LC-MS-MS; Andrea 
Raffaelli; Alessandro Saba; Angela Cuzzola; Edda Vignali; 
Claudio Marcocci; Piero Salvadori; AmbiSEN - University 
of Pisa, Pisa, Italy 
TPB 047 A Novel LC-MS/MS Method for the Simultaneous 
Determination of Cyproterone Acetate and Ethinyl 
Estradiol in Human Plasma; Nicola Hughes; Vy Ha; Mei 
Li; Victoriano  Yeong; Anita Towers; Justine Lam; Biovail 
Contract Research, Toronto, ON, Canada 
TPB 048 Proteomics Method for Automated Identification of 
Protein Variants and Post-Translational Modifications; 
Hua Huang; Mark E. McComb; Sequin Huang; Melissa 
Landon; Timothy P. Skelton; Martin H. Steinberg; David 
H. K. Chui; Richard A. Cohen; Catherine E. Costello; 
Boston University School of Medicine, Boston, MA 
TPB 049 Rapid Determination of Thiopurine Methyltransferase 
Activity in Red Blood Cells by LC-MS/MS; Jean M. 
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Lacey; Chuck A. Kroll; Mark J. Magera; Dietrich Matern; 
Richard M. Weinshilboum; John F. O'Brien; Mayo Clinic 
College of Medicine, Rochester, MN 
TPB 050 Quantitative determination of free carnitine and six 
acylcarnitines in human blood spot and serum by using 
LC-MS/MS method; Dan Mao; Ji Jiang; Bei Hu; Peking 
Union Medical College Hospital, Beijing, China 
TPB 051 Sensitive and Rapid Method for the Determination of 
Cotinine in Nonsmoker Urine Samples by Liquid 
Chromatography-eletrospray Ionization Tandem Mass 
Spectrometry; Liguo Song; Warren Davis; Jeremy 
Hemiup; Latif Kazim; Martin C.  Mahoney; K Michael  
Cummings; Roswell Park Cancer Institute, Buffalo, NY 
TPB 052 Method Development for Total T4 and T3 in Human 
Serum Using Isotope-Dilution Liquid 
Chromatography-Mass Spectrometry and Liquid 
Chromatography-Tandem Mass Spectrometry; Susan S. 
Tai; David M. Bunk; Michael J. Welch; National Institute 
of Standards and Technology, Gaithersburg, MD 
TPB 053 The Identification of Small Molecules from Complex 
Mixtures by Use of ESI-MS and ESI-MS/MS on a 
Linear Trap; Chris Barringer1; Mary Blackburn2; Chris 
Beecher1; Scott J Harrison1; 1Metabolon, RTP, NC; 
2Thermo, San Jose, Ca 
TPB 054 A Robust and Easy Method for Simultaneous 
Quantitation of Glucose and [6,6-d2]Glucose in Human 
Plasma using GC-MS; Frank Michael Sinner; Christoph 
Magnes; Tatjana  Druml; Thomas R. Pieber; Joanneum 
Research, Graz, AT 
TPB 055 Rapid Analysis of Rat Micro-dialysates for Monoamine 
Neurotransmitters and Their Metabolites by LC-
MS/MS; Mark L. J. Reimer1; Themis Flarakos1; Vicky 
Bablekis2; James G. Pfaus2; 1MDS Pharma Services, 
Montreal, CANADA; 2Concordia University, Montreal, 
CANADA 
ESI, NANO ESI SAMPLE PREPARATION 
TPC 056 A Novel Approach for the Enhanced Detection of 
Chlorinated Herbicides and Structural 
Characterization using ESI-Mass Spectrometry; Yong-
Ill Lee; Sung-Gun  Park; Seung-Jin Kim; Changwon 
National University, Changwon, Korea 
TPC 057 Phosphopeptide Enrichment on A Microchip; Guihua 
Yue; Catherine J. Balchunas; Jerome P. Ferrance; James P. 
Landers; University of Virginia, Charlottesville, VA 
TPC 058 Normal-Phase Liquid Chromatography - Electrospray 
Mass Spectrometry Using a Sheath Liquid Interface for 
the Analysis of Coumarin Compounds; Laurence 
Charles1; Frédéric  Laure1; Phila Raharivelomanana2; Jean-
Pierre  Bianchini2; 1Université de Provence, Marseille, 
France; 2Université de la Polynésie, Française, Tahiti 
TPC 059 Large Flow Rate Range of Polypropylene-based 
Nanospray Nozzle Chips; Sau Lan T. Staats1; James 
Ashmead1; Andris Suna1; Arthur J. Fogiel2; Annie T. 
Gutsche2; 1Phoenix S&T, Inc., Elkton, MD; 2DuPont, 
Wilmington, DE 
TPC 060 Quantitative Analysis of 8-Nitroguanine; Linda I 
Nagore1; Conor Mullens1; Stephan B H Bach1; John 
Kalns2; Eric Holwitt2; 1University of Texas at San Antonio, 
San Antonio, TX; 2Hyperion Biotechnology, Inc., San 
Antonio, TX 
TPC 061 Studies on Derivaitzation of Oligosaccharides using a 
Microchip for High-Sensitivity Detection by ESIMS; 
Yutaka Takahashi1; Ryo Sakai1; Yoshikazu Yoshida1; 
Takehiko Kitamori2; 1Micro Chemical Process 
Technology, Kawasaki, Japan; 2University of Tokyo, 
Tokyo, Japan 
TPC 062 Antibody Characterization and Quantitation using 
Automated Chip-Based Nanoelectrospray/MS; Miryam 
Kadkhodayan; Emily E.  Mann; Genentech, Inc., South San 
Francisco, CA 
TPC 063 Identification of Tissue Metabolites Using Capillary 
LC-Ion Trap MS in Conjunction with  Microplate 
Scintillation Counting and Quantitative Whole Body 
Autoradiography; Richard E. Gedamke; Mingshe Zhu; 
Lifei Wang; Stephen K. Gozo; Bristol-Myers Squibb, 
Lawrenceville, NJ 
TPC 064 Disposable Microfluidic µESI Emitter for the 
Investigation of the Stability of Myoglobin by FT-ICR 
Mass Spectrometry; C. Logan  Mackay1; TuKiet T.  
Lam1; Niels  Lion2; Mark R.  Emmett1; Hubert H.  Girault2; 
Alan G.  Marshall1; 1National High Magnetic Field 
Laboratory, Tallahassee, FL; 2Institut des Sciences et 
Ingénierie Chimiques, Lausanne, Switzerland 
TPC 065  
TPC 066 Selectivity in NanoElectrospray Ionization of Protein 
Mixtures; Peng Pan; Harsha P. Gunawardena; Yu Xia; 
Scott A. McLuckey; Purdue University, West Lafayette, IN 
TPC 067 Analysis of the Effects of Lead Complexation with 
Iridium(III) Chloro-Complexes in Solution Using Nano-
Spray ESI-MS; Conor P Mullens; Stephan B H Bach; 
Waldemar Gorski; University of Texas at San Antonio, San 
Antonio, TX 
TPC 068 Novel Polysilicon-Based Microfabricated Emitter Tips 
for Enhanced Analysis Conditions; Steve Arscott2; 
Severine  Le Gac1; Christian Rolando1; 1Chimie organique 
et macromoléculaire, USTL, Lille, France; 2IEMN, USTL, 
Lille, France 
TPC 069 Direct Elution of Preconcentrated Protein Digests from 
Packed Pipette Tips to Chip-Based NanoESI-MS/MS 
for Enhanced Protein Identification Sensitivity; Xian 
Huang; Amie Prince; Thomas, N. Corso; Colleen Van Pelt; 
Kevin Howe; Sheng Zhang; Advion BioSciences, Inc., 
Ithaca, NY 
TPC 070 Mass Spectrometric Comparison of Analytical 
Properties of Nanospray Emitter Coatings; Douglas R. 
Smith; Troy D. Wood; Nanogenesys, Inc., Amherst, NY 
TPC 071 Eliminating Interference of TRIS Buffer and SDS in 
Protein Analysis by Fused&minus; Droplet 
Electrospray Ionization Mass Spectrometry; Jentaie 
Shiea; I-Fan Shieh; Chi-Yang Lee; Cheng-Hui Yuan; 
Samuel Chan; National Sun Yat-sen University, 
Kaohsiung, Taiwan 
TPC 072 Facile Construction of Nanospray Emitters Using 
Porous Polymer Monoliths (PPMs): A Step Towards a 
Robust Microfluidic-MS Interface; Terry B. Koerner; 
Kiera Turck; Richard Oleschuk; Queen's University, 
Kingston, ON, Canada 
TPC 073 Comparative Study of Laser Spray and Electrospray 
Using an Orthogonal TOF Mass Spectrometer; Atsushi 
Takamizawa; Susumu Fujimaki; Fumiyuki Nakagawa; 
Kenzo Hiraoka; Yamanashi University, Kofu, Japan 
TPC 074 Characterization of Posttranslational Modifications of 
Core Histones from Recombinant Yeast; Xiaodan Su; 
Mark R. Parthun; Michael A. Freitas; The Ohio State 
University, Columbus, OH 
HYDROCARBON & PETROCHEMICAL 
TPD 075 Evaluation of Laser-Induced Acoustic Desorption 
(LIAD)/ Fourier Transform Ion Cyclotron Resonance 
(FT-ICR) for Petroleum Distillate Analysis; Kenroy E. 
Crawford1; J. Larry Campbell1; Martin L. Gorbaty2; Hilkka 
I.   Kenttämaa1; 1Purdue University, West Lafayette, IN; 
2ExxonMobil Research and Engineering Company, 
Annandale, NJ 
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TPD 076 ESI FT-ICR MS Compositional Comparison of the 
Polar Species Identified in Whole Crude Oil and 
Related Deposit Asphaltenes; Geoffrey C Klein1; Ryan P 
Rodgers2; Andrew Yen3; Alan G Marshall2; 1Florida State 
University, Tallahassee, FL; 2National High Magentic 
Field Laboratory, Tallahassee, FL; 3Bakerpetrolite, 
SugarLand, TX 
TPD 077 Petroleum Characterization by Field Desorption Mass 
Spectrometry: A Comparison of Magnetic Sector, 
Time-of-Flight and Fourier Transform Ion Cyclotron 
Resonance; Kuangnan Qian1; Larry A.  Green1; William 
N. Olmstead1; Tanner M. Schaub3; Christopher L. 
Hendrickson2; Ryan P. Rodgers2; Alan G. Marshall2; 
1ExxonMobil Research & Engineering Company, 
Annandale, NJ; 2National High Magnetic Field Lab, 
Tallahassee, FL; 3Florida State University, Tallahassee, 
FL 
TPD 078 Atmospheric Pressure Photoionization (APPI) Fourier 
Transform Ion Cyclotron Resonance Mass 
Spectrometry for Analysis of Nonpolar Hydrocarbons; 
Jeremiah M. Purcell1; Ryan P. Rodgers2; Christopher L. 
Hendrickson2; Alan G. Marshall2; 1Florida State 
University, Tallahassee, FL; 2National High Magnetic 
Field Laboratory, Tallahassee, FL 
TPD 079 A New 7 T FT-ICR Mass Spectrometer with External 
EI Source for Analysis of Non-Polar Volatiles; Jinmei 
Fu1; Jeremiah M Purcell2; John P Quinn1; Tanner M 
Schaub2; Christopher L Hendrickson1; Ryan P Rodgers1; 
Alan G Marshall1; 1National High Magnetic Field Lab, 
Tallahassee, FL; 2Florida State University, Tallahassee, 
FL 
TPD 080 Analysis of Products Issued from Paraffins 
Dehydrogenation by Fast GC/MS, HRGC/MS and 
Comprehensive GCxGC; Nancy Leymarie; Colombe 
Vendeuvre; Fabrice Bertoncini; Christophe  Roullet; 
Frédérique Prigent; Nadine Bucher; Stéphane Morin; 
Institut français du Pétrole, Lyon, France 
TPD 081 Identification of Water Soluble Species in Crude Oil by 
Electrospray Ionization FT-ICR Mass Spectrometry; 
Lateefah A. Stanford1; Ryan P. Rodgers2; Alan G. 
Marshall2; 1Florida State University, Tallahassee, Fl; 
2NHMFL, Tallahassee, Fl 
IONIZATION MECHANISMS 
TPE 082 The Use of Electrochemistry to Enhance Signal 
Intensities of Radical cations in ESI-MS; Richard A. 
Ochran; Lars Konermann; The University of Western 
Ontario, London, ON Canada 
TPE 083 Probing Temperature Changes in the Electrospray 
Plume using Laser-induced Fluorescence Spectrometry; 
Erik Portelius2; Shaolian Zhou3; Charles Feigerle1; Staffan 
Nilsson2; Kelsey Cook1; 1University of Tennessee, 
Knoxville, TN; 2University of Lund, Lund, Sweden; 
3Covance, Madison, WI 
TPE 084 Reactivity of Acetonitrile/Water with Sulfonamides 
During APCI MS Analysis; Charles W. Ross III; Joan S. 
Murphy; Harri G. Ramjit; Merck & Co. Inc, West Point, 
PA 
TPE 085 The Importance of Proton Affinity in the Gas Phase 
and in Solution in Determining Responsiveness to 
Analysis with ESI-MS; Brandie M. Craven1; Trine 
Henriksen2; Nadja B. Cech1; 1Department of Chemistry 
and Biochemistry, Greensboro, NC; 2Geologic Survey of 
Denmark, Copenhagen, Denmark 
TPE 086 Resonant electron capture by amino acids and peptides; 
Yury V Vasil'ev; Valery G Voinov; Benjamin J Figard; 
Douglas F Barofsky; Max L Deinzer; Oregon State 
University, Corvallis, OR 
TPE 087 Atmospheric Pressure Photoionization (APPI) 
Differential Mobility Spectrometer (DMS); Erkinjon G. 
Nazarov1; Raanan A.  Miller1; Muning  Zhong1; Gary A.  
Eiceman2; 1Sionex Corporation, Waltham, MA; 2New 
Mexico State University, Las Cruces, NM 
TPE 088 Electrochemically Assisted Ionization for LC/ESI-MS 
and LC/APCI-MS of Small Molecules: Quantitation 
and Differentiation of Isobaric Species; David F. 
Meyer1; Gary Impey3; Nadia Pace3; Michael C. Granger1; 
Gary J. Van Berkel2; Paul Gamache1; 1ESA Inc., 
Chelmsford, MA; 2Oak Ridge National Laboratory, Oak 
Ridge, TN; 3Applied Biosystems/MDS Sciex, Concord, ON 
Canada 
TPE 089 Evaluation of APPI as an Additional Tool in the 
Analysis of Drugs and their Metabolites in Support of 
Drug Discovery; Joseph L. Cantone12; Dieter Drexler12; 
Asoka Ranasinghe12; Mark Sanders12; 1Bristol-Myers 
Squibb, Wallingford, Ct; 2Bristol-Myers Squibb, Princeton, 
NJ 
TPE 090 Negative Ion Atmospheric Pressure Photoionisation 
Mass Spectrometry; Suppression Effects in a Range of 
Structurally Varied Alkylating Agents; Eleanor Riches1; 
Adam W McMahon1; Andrew D Ray2; 1Manchester 
Metrolpolitan University, Manchester, United Knigdom; 
2GlaxoSmithKline, Stevenage, UK 
TPE 091 Quantitative Measurement of Mass, Charge, and 
Compound Separation by Coulomb Explosion of Single 
Levitated Droplets; George R. Agnes; Michael J.  Bogan; 
Simon Fraser University, Burnaby, B.C., Canada 
TPE 092 TOF-SIMS Study on the Secondary Ions Produced by 
400 eV Ne+Ion Impact on H2O and D2O Thin Films at 
15K; Yoshihiro Sato; Kenji Kobayashi; Kenzo Hiraoka; 
University of Yamanashi, Fofu, Japan 
TPE 093 Glow Discharge Ionization for Measuring Compounds 
with High Ionization Energy and Low Proton Affinity 
in LC/MS; Shigeru Suzuki; Akio Yasuhara; Shinichi 
Sakai; National Institute for Environmental Studies, 
Ibaraki, Japan 
TPE 094 Electrospray Mass Spectrometry of Undiluted Ionic 
Liquids; Glen P. Jackson; Sheng Dai; Douglas C. 
Duckworth; Oak Ridge National Laboratory, Oak Ridge, 
TN 
TPE 095 Formation of (M-H)– Ions from OH-Group-Containing 
Molecules: Dissociative Electron Attachment to 
Perfluorinated Octanoic Acid C7F15COOH (PFOA); 
Valery G. Voinov; Yuri V. Vasilev; Douglas F. Barofsky; 
Max L. Deinzer; OSU, Corvallis, OR 
TPE 096 Enhanced Positive Ion LC/MS/MS Sensitivity For 
Zwitterionic Analytes with Mobile Phases Containing 
Very High Concentrations of Acetic Acid; Kirk D. 
Knotts; Emily G. Farrow; Elizabeth M. Verburg; Ye, Tian; 
Kenneth J. Ruterbories; Lilly Research Laboratories, Eli 
Lilly and Company, Indianapolis, IN 
TPE 097 Exploring the Optimization of Electrospray Ionization 
Using an Unusual Solvent Composition in LC-MS/MS; 
Fabio Garofolo; Luigi Colombo; Vicuron Pharmaceuticals 
Inc., Gerenzano (VA), Italy 
INSTRUMENTATION: MASS ANALYZERS  
(QUADRUPOLE & ION TRAP) 
TPF 098 Isolation of Ions in a Low Pressure Linear Ion Trap; 
Bruce A. Collings MDS Sciex, Concord, Ont. Canada 
TPF 099 Ion Dissociation in an Ion Trap using the Reverse Scan 
in the MS and MSn Modes; Gareth S Dobson1; Jason 
Murrell2; Dominique Despeyroux2; Franck Wind3; Jean-
Claude Tabet1; 1LCSOB, Paris, France; 2DSTL, Salisbury, 
UK; 3Centre d'Etudes du Bouchet, Vert Le Petit, France 
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TPF 100 Design Considerations, Simulation, and Fabrication of 
an Array of Micron-scaled Cylindrical Ion Trap Mass 
Analyzers; Matthew G. Blain1; Dolores  Cruz1; Leah S 
Riter2; Daniel E. Austin1; Guangxiang Wu2; James G. 
Fleming1; Andrew Guymon2; R. Graham Cooks2; 1Sandia 
National Laboratories, Albuquerque, NM; 2Purdue 
University, West Lafayette, IN 
TPF 101 Ion/Ion Reactions in a Novel Linear Ion Trap; Jin Wu1; 
James W. Hager2; Yu Xia1; Frank A. Londry2; Scott A. 
McLuckey1; 1Purdue University, West Lafayette, IN; 2MDS 
SCIEX, Concord, ON, Canada 
TPF 102 Atmospheric Quadrupole Mass Spectrometry; Ross C 
Willoughby1; Edward W Sheehan1; David P Fries2; 1Chem-
Space Associates, Inc., Pittsburgh, PA; 2University of 
South Florida, St. Petersburg, FL 
TPF 103 Dependency of Achievable Mass Accuracy on Sampling 
Parameters, Ion Statistics, Multiplier Characteristics, 
and Centroiding Algorithms for Beam Type Mass 
Spectrometers; Jens Griep-Raming12; Scott T. Quarmby12; 
Hans W. Pfaff12; 1Thermo Electron Corp., Bremen, 
Germany; 2Thermo Electron Corp., Austin, TX 
TPF 104 Analysis of High Mass Ions in a Digital Ion Trap 
Equipped with an Atmospheric Pressure Matrix-
Assisted Laser Desorption Ionisation Source; Roger 
Giles1; Li Ding1; Francesco Brancia1; Colin  Creaser2; 
Lucy  Ratcliffe2; Robert  Rees2; Shahid  Main2; 1Shimadzu 
Research Labortory, Manchester, UK; 2Nottingham Trent 
University, Nottingham, UK 
TPF 105 Orthogonal Coupling between an Ion Trap and a 
Reflectron Time of Flight Analyser; Maria A van 
Agthoven1; Franck Wind2; Jean-Claude Tabet1; 1Université 
Pierre et Marie Curie, Paris, France; 2Centre d'Etudes du 
Bouchet, Vert-le-Petit, France 
TPF 106 A Quantitative Method for the Large Peptide, Exendin-
4, at pM Levels Using Linear Ion-Trap Technology; 
Mary Ellen  Salyan1; James  Smalley2; Petia Shipkova1; 
Mark Sanders2; 1Bristol-Myers  Squibb Company, 
Hopewell, NJ; 2Bristol-Myers Squibb Company, 
Lawrenceville, NJ 
TPF 107 Improved 3D Ion Trap/ Ion Detector Coupling - 
Techniques for Evaluating Exact Ion Trap Capacity; 
Alex Mordehai1; Bryan  Miller1; Jian  Bai1; Andreas  
Brekenfeld2; Carsten  Baessmann2; Michael  Shubert2; Kiki  
Hosea3; 1Agilent Technologies, Santa Clara, CA; 2Bruker 
Daltonik, Bremen, Germany; 3K and M Electronics,, West 
Springfield, MA 
TPF 108 Rectilinear Ion Trap Mass Spectrometer; Yishu Song1; 
Zheng Ouyang1; Guangxiang  Wu1; Wolfgang R.  Plass2; 
Huanwen Chen1; R. Graham Cooks1; 1Purdue University, 
West Lafayette, IN; 2II. Physikalisches Institut, Giessen, 
Germany 
TPF 109 Trap for MAbs: Novel Approach to Characterize Intact 
Antibodies and Degradation Products Using RP-HPLC 
and Ion -Trap Mass Spectrometry; John C. Le; Pavel  
Bondarenko; Amgen Inc.,, Thousand Oaks, CA 
TPF 110 Practical Quadrupole Theory: Quadrupole Acceptance 
Characteristics; Randall E Pedder ABB Extrel, Pittsburgh, 
PA 
TPF 111 Determining Ion Compositions Using an Accurate 
Mass, Triple Quadrupole Mass Spectrometer; Andrew 
H. Grange12; Witold Winnik12; G. Wayne  Sovocool12; 
1U.S. Environmental Protection Agency, Las Vegas, NV; 
2U.S. Environmental Protection Agency, Research Triangle 
Park, NC 
TPF 112 Atmospheric Pressure Ionization in a Miniature 
Cylindrical Ion Trap Mass Spectrometer; Brian C. 
Laughlin; Christopher C. Mulligan; R. Graham Cooks; 
Purdue University, West Lafayette, IN 
TPF 113 A Fully Automated Process for Determining 
Compound Integrity and Building Accurate Mass 
MS/MS Libraries; Jonathan L Josephs12; Petia 
Shipkova12; Robert A Langish12; Mark Sanders12; 1Bristol-
Myers Squibb, Hopewell, NJ; 2Bristol-Myers Squibb, 
Princeton, NJ 
INSTRUMENTAITON:  NEW CONCEPTS 
TPG 114 A New Tandem-in-Time and -in-Space Mass 
Spectrometer for High-Throughput MS/MS; Douglas E. 
Goeringer; Arnold R. Warren; Marcus B. Wise; Kevin J. 
Hart; Oak Ridge National Laboratory, Oak Ridge, TN 
TPG 115 Simultaneous Laser Induced Fluorescence and FTICR 
Mass Spectrometry of Biomolecular  Ions Produced by 
an Internal MALDI Source; Maxim I Dashtiev; Vladimir 
E. Frankevich; Renato  Zenobi; Swiss Federal Institute of 
Technology, Zurich, Switzerland 
TPG 116 Development of a LC-QIT-TOF Mass Spectrometer 
Capable of High Mass Accuracy and Stability; Junichi 
Taniguchi1; Eizoh Kawatoh1; Shinichi Yamaguchi1; Hiroto 
Itoi1; Shaun Bilsborough2; Neil Loftus2; Kozo Miseki1; 
1Shimadzu Corporation, Kyoto, Japan; 2Shimadzu Biotech, 
Manchester, UK 
TPG 117 Bacterial Pyrolysis Products Analyzed Using a Portable 
High Resolution 1 Tesla Fourier Transform Mass 
Spectrometer; Jeffrey J. Jones; Charles L.  Wilkins; 
University of Arkansas, Fayetteville, AR 
TPG 118 Electron Capture Dissociation in a Novel Reaction Cell; 
Takashi Baba; Yuichiro Hashimoto; Hideki Hasegawa; 
Atumu Hirabayashi; Izumi Waki; Central Research 
Laboratory, Hitachi Ltd., Tokyo, Japan 
TPG 119 Evaluation of Charge State Separation using a Novel 
Travelling Wave-Based Ion Mobility Device Coupled 
with an oa-ToF; Kevin Giles; Jason L Wildgoose; Steven 
D Pringle; Robert H Bateman; Waters Corporation, 
Manchester, UK 
TPG 120 Preparative Separation of Mixtures by Mass 
Spectrometry; Philip S. Mayer1; Frantisek Turecek1; Hak-
No Lee1; Adi A. Scheidemann1; Terry A. Olney1; Frank 
Schumacher1; Petr Strop2; Martin Smrcina2; Marcel Patek2; 
Daniel Schirlin2; 1University of Washington, Seattle, WA; 
2Selectide-Aventis, Tuscon, AZ 
TPG 121 Automated Orthagonal Control System for 
Electrospray Ioization Mass Spectrometry; Gary A. 
Valaskovic1; James P. Murphy III1; Mike S. Lee2; 1New 
Objective, Woburn, MA; 2Milestone Development Services, 
Newtown, PA 
TPG 122 Removing Dead Time Variations Due to Detector Pulse 
Width in Ion Counting Systems; Dick Stresau; Kevin 
Hunter; Wayne Sheils; Peter Raffin; ETP Electron 
Multipliers Pty Ltd, Ermington, NSW, Australia 
TPG 123 New High Performances Miniature Metastable Atom 
Bombardment Ion Source; Samir Al Moussalami1; 
Olivier Peraldi1; Gabriel Sanchez1; Michel J. Bertrand2; 
1DEPHY Technologies Inc, Montreal, QC, Canada; 
2University of Montreal, Montreal, QC, Canada 
TPG 124 Analysis of Foranes using GC-MAB-Tof/MS 
Technique; Jeremie Ponthus1; Jeremie  Walker2; Laurent 
Debrauwer3; Jean-Claude Tabet1; 1Universite P&M Curie, 
Paris, France; 2ATOFINA, Lyon, France; 3INRA, 
Toulouse, France 
TPG 125 Features of Failure of Coated Silicon Field Emitter 
Ionisation Sources at Relatively High Pressure; David P. 
Kilgour1; Stuart N. Cairns1; David M. Groves1; Barry J. 
Kent2; K. Aplin2; S. E. Huq2; R.  Stevens2; 1Dstl, 
Sevenoaks, Kent, UK; 2Rutherford Appleton Laboratories, 
Chilton, Oxfordshire, UK 
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TPG 126 An Investigation into a Method of Improving the Duty 
Cycle on oa-ToF Mass Analysers; Steven D  Pringle; 
Jason L Wildgoose; Kevin Giles; Ken Worthington; Robert 
H Bateman; Waters Corporation, Manchester, UK 
TPG 127 Application of the Orbitrap Mass Analyzer to 
Biologically Relevant Compounds; Qizhi Hu1; Alexander  
Makarov2; Robert J. Noll1; R. Graham Cooks1; 1Purdue 
University, West Lafayette, IN; 2Thermo Bremen GmbH, 
Bremen, Germany 
TPG 128 Towards Implementation of Electron Capture 
Dissociation Technique for Mass Spectrometers with 
Radio-Frequency Multipole Transmission Ion Guides; 
Michael V. Gorshkov; Igor N. Popov; Oleg N. Kharybin; 
Dmitry N. Brumirskiy; Irina A. Tarasova; Vladimir V. 
Driven; Aleksey N. Kononikhin; Alexander I. Spassky; 
Eugene N. Nikolaev; Institute of Energy Problems of 
Chemical Physics, Moscow, Russia 
TPG 129 Novel Enhancements to Post Source Decay MALDI-
TOF Analysis; Jeffery  Brown; Daniel  Kenny; Marten  
Snel; Emmanuelle Claude; Robert Bateman; Waters 
Corporation, Manchester, UK 
TPG 130 Performance of a Multiplexed Chemical Ionization 
Miniature Cylindrical Ion Trap Array Mass 
Spectrometer; Amy M. Tabert; Alexander S. Misharin; R. 
Graham Cooks; Purdue University, West Lafayette, IN 
TPG 131 A Novel Ion Detection System for a Magnetic Sector 
Mass Spectrometer; Rhys G Jones; Robert H Bateman; 
Water MS Technologies, Manchester, UK 
TPG 132 Development of a Miniature Double Focusing Mass 
Spectrograph for Lunar and Planetary Explorations; 
Masaru Nishiguchi1; Kouhei Ueda1; Michisato Toyoda1; 
Morio Ishihara1; Makiko Ohtake2; Takamitsu Sugihara3; 
Itsuo Katakuse1; 1Osaka University, Toyonaka, Osaka, 
Japan; 2Japan Aerospace Exploration Agency, Tsukuba, 
Ibaraki, Japan; 3Hokkaido University, Sapporo, Hokkaido, 
Japan 
TPG 133 Automatic Gain Control in Mass Spectrometry using 
the Jet Disrupter of an Electrodynamic Ion Funnel; 
Jason S Page; Keqi Tang; David C Prior; Andrey Vilkov; 
Bogdan Bogdanov; Richard D Smith; Pacific Northwest 
National Laboratory, Richland, WA 
TPG 134 A New Sensor-type Mass Spectrometer using a 
Rectilinear Ion Trap; Huanwen Chen1; Zheng Ouyang1; 
Sameer  Kothari1; Xiang Fang2; Qinhan Jin3; Xinrong 
Zhang4; Graham, R. Cooks1; 1Purdue University, West 
Lafayette, IN; 2National Research Center for CRM, 
Beijing, China; 3Jilin University, Changchun, China; 
4Tsinghua University, Beijing, China 
INSTRUMENTATION:  ION SOURCES 
TPH 135 Chemical Speciation of Organic and Organometallic 
Compounds Using Pulsed Glow Discharge Time of 
Flight Mass Spectrometry; Lei  Li; John T. Millay; John 
P. Turner; Fred L. King; West Virginia University, 
Morgantown, WV 
TPH 136 Evaluation of ESI, APCI, and APPI Liquid Interface on 
the Agilent LC/MSD; Dan A Markham; James A Dunn; 
Grant T Marty; Michael J Bartels; The Dow Chemical 
Company, Midland, MI 
TPH 137 Direct Comparison Of Atmospheric Pressure IR And 
UV MALDI Coupled To An Ion Trap Mass 
Spectrometer; Pete Tornatore1; Robert S. Brown2; 
1Ciphergen Biosystems, Fremont, CA; 2Utah State 
University, Logan, UT 
TPH 138 Microchip Atmospheric Pressure Chemical Ionization 
Mass Spectrometry; Pekka Östman1; Seppo Marttila2; 
Sami Franssila2; Tapio Kotiaho3; Risto Kostiainen1; 1Viikki 
Drug Discovery Technology Center, Helsinki, Finland; 
2Microelectronics Centre, Helsinki, Finland; 3Laboratory 
of Analytical Chemistry, Helsinki, Finland 
TPH 139 Atmospheric Pressure Photoionization for the LC/MS 
analysis of DNPH Derivatives; Suze M. van Leeuwen1; 
Gabriela Zurek2; Uwe Karst1; 1University of Twente, 
Enschede, The Netherlands; 2Bruker Daltonik GmbH, 
Bremen, Germany 
TPH 140 Optimization of Nanoflow Electrospray for Negative 
Ion Mode and Polarity Switching; Bradley B Schneider; 
Feng Zhong; David M Cox; Takeo Sakuma; Thomas R 
Covey; MDS SCIEX, Concord, ON, Canada 
TPH 141 Determination of Cortisol in Black Rhinoceros' 
(Diceros bicornis michaeli) Saliva by Atmospheric 
Pressure Photoionization Mass Spectrometry; Malvina 
M Papanastasiou; Adam W McMahon; Jan Chapman; 
Helen Bozcek; Manchester Metropolitan University, 
Manchester, UK 
TPH 142 A Novel Approach for Coupling Nanoscale Liquid 
Chromatography with Electrospray Mass 
Spectrometry for Proteomics; Charles C. Liu1; J.C. Yves 
Le Blanc2; Matthew M. Champion1; Ling Chen1; Thomas 
R.  Covey2; 1Applied Biosystems, Foster City, CA; 2MDS 
SCIEX, Concord, ON, Canada 
TPH 143 Atmospheric Pressure Photoionization-Mass 
Spectrometry with A Microchip Nebulizer; Tiina 
Kauppila1; Pekka Östman1; Seppo Marttila2; Raimo 
Ketola1; Tapio Kotiaho1; Sami Franssila2; Risto 
Kostiainen1; 1University of Helsinki, Helsinki, Finland; 
2Helsinki University of Technology, Espoo, Finland 
TPH 144 Atmospheric-Pressure Penning Ionization Interface for 
GC/TOFMS; Hiroko Furuya; Shizuka Kambara; Susumu 
Fujimaki; Kenzo Hiraoka; University of Yamanshi, Kofu, 
Japan 
TPH 145 Studies of the Factors Governing Ion Current 
Production for the Dopant-Assisted Atmospheric 
Pressure Photoionization (DA-APPI) Source for 
LC/MS; Damon B. Robb; Michael W. Blades; UBC, 
Vancouver, B.C., Canada 
TPH 146 Introduction of a New Atmospheric Pressure Laser 
Ionization (APLI) Source for LC- and in-situ Gas Phase 
Sampling MS Applications; Marc Constapel; Klaus 
Brockmann; Anne Heinrich; Oliver Schmitz; Sigmar Gaeb; 
Thorsten Benter; University of Wuppertal, Wuppertal, 
Germany 
TPH 147 A Fast Switching APCI Source; Steve Bajic; Robert H 
Bateman; Waters Corporation, Manchester, UK 
TPH 148 Performance Characteristics of a Combination Ion 
Source With Simultaneous Electrospray and 
Atmospheric Pressure Chemical Ionization; Patricia H. 
Cormia; Steven M. Fischer; Darrell L. Gourley; Glen F. 
Ingle; Agilent Technologies, Santa Clara, CA 
TPH 149 Designing A Novel Ion Source For Producing Ion 
Simultaneous by Electrospray and Atmospheric 
Pressure Chemical Ionization; Steven M. Fisher; Patricia 
H. Cormia; Darrell L. Gourley; Glen F. Ingle; Agilent 
Technologies, Santa Clara, CA 
ION MOLECULE REACTIONS 
TPI 150 Periodic Trends in the Reactions of Carbon Dioxide 
with Metal Cations; Gregory K. Koyanagi; Diethard K. 
Bohme; York University, Toronto, Canada 
TPI 151 Gas-Phase Reactions of Metal Ion/Amino Acid 
Complexes with Benzene; Andrea Weinecke; Natalia  
Vinokur; Emily Jellen; Victor Ryzhov; Northern Illinois 
University, DeKalb, IL 
TPI 152 Gas Phase Ion Chemistry of Nitrogen Trifluoride with 
Germane and Silane; Lorenza Operti; Paola Antoniotti; 
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Roberto Rabezzana; Francesca Turco; Gian Angelo 
Vaglio; University of Torino, Torino, Italy 
TPI 153 Characterizing the Reactivity of Cyclopentadienyl 
Cobalt Radical Cation (CpCo+•) towards Aliphatic and 
Aromatic Hydrocarbons by Using FT/ICR; Marc 
Fiddler; J. Larry Campbell; Kenroy E. Crawford; Hilkka I. 
Kenttämaa; Purdue University, West Lafayette, IN 
TPI 154 Observation of Ion/Molecule Reactions of Silver 
Cluster Cations with Crown Ether using an Ion Trap 
Time-of-Flight Mass Spectrometer; Kousuke 
Kumondai1; Michisato Toyoda1; Kenichi Iwamoto2; Morio 
Ishihara1; Itsuo Katakuse1; 1Osaka University, Toyonaka, 
Osaka, Japan; 2Osaka Prefecture University, Sakai, 
Osaka, Japan 
TPI 155 Generation of Singly and Doubly Charged Uranyl-
Ligand Cations and Studies of Their Intrinsic 
Chemistry; Winnie  Chien1; Dorothy  Hanna2; Garold  
Gresham3; Gary Groenewold3; Michael Van Stipdonk1; 
1Wichita State University, Wichita, KS; 2Kansas Wesleyan 
University, Salina, KS; 3INEEL, Idaho Falls, ID 
TPI 156 The Generation and Reactivity of Metal Ion Nitrene 
Adducts (Nitrenoids) in a Fourier Transform Ion 
Cyclotron Resonance Mass Spectrometer; Ryan C. 
Shea1; Michael A. Watkins1; Jason S. Li1; Eric M. 
Tippmann2; Matthew S. Platz2; Hilkka I. Kenttämaa1; 
1Purdue University, West Lafayette, IN; 2The Ohio State 
University, Columbus, OH 
TPI 157 The Chemistry of Monovalent Siliccon Cation SiH+: 
Reactions with Small Molecules; Xinping Liu; Peter P. 
Gaspar; Michael L. Gross; Washington University, St. 
Louis, MO 
TPI 158 Reactions of Bis(?5-cyclopentadienyl)methylzirconium 
Cation and Carbonyl Compounds: Gas-phase  Studies; 
Alexander A. Aksenov; David E.  Richardson; John R. 
Eyler; University of Florida, Gainesville, FL 
TPI 159 Gas-Phase UO2-Acetone Cations:  Switchable Oxygen 
Ligation; Garold S. Gresham1; Kevin C. Cossel1; Anita K. 
Gianotto1; Michael J. Van Stipdonk2; John E. Olson1; 
Anthony D. Appelhans1; Gary S. Groenewold1; 1Idaho 
National Engineering and Environmental Lab, Idaho Falls, 
ID; 2Wichita State University, Wichita, KS 
TPI 160 Novel Faces of Tris(trifluoromethyl)phosphine : Gas 
Phase Ion Chemistry confirmed by Condensed Phase 
Studies; Frank Luebkemann1; Basem Kanawati1; Karl-
Peter Wanczek1; Alexander Kolomeizev2; Oleg Shyshkov1; 
Enno Lork1; Gerd-Volker Roeschenthaler1; 1Inst. of Inorg. 
& Phys. Chem./University of Bremen, Bremen, Germany; 
2Inst. of Org. Chem./Ukrainian Academy of Sciences, Kiev, 
Ukraine 
TPI 161 A CAD and Computational Study of Doubly-Charged 
Cu(II)/DMSO and Singly-Charged 
Cu(II)/DMSO/Anion Complexes; Dragic Vukomanovic1; 
John A. Stone2; Timothy Su1; 1University of Massachusetts 
Dartmouth, North Dartmouth, MA; 2Queen's University, 
Kingston, Canada 
TPI 162 Unimolecular Reactivity of Strong Metal Cation 
Complexes in the Gas Phase. Ethylendiamine-Cu+; 
Manuel  Yanez1234; Manuel Alcami1; Alberto Luna1; Otilia 
Mo1; Jeanine Tortajada2; 1Departamento de Química, C-9. 
UAM, Madrid, Spain; 2UMR CNRS 8587, Université 
d'Evry, Paris, France 
TPI 163 Adduct Formation, H/D and Ligand Exchange 
Observed for Selected Uranyl Complexes in Trapping 
Mass Spectrometers; Sofie Pasilis; Kristin Herrmann; 
Arpad Somogyi; Jeanne E. Pemberton; University of 
Arizona, Tucson, AZ 
ION STRUCTURES/ENERGETICS 
TPJ 164 Proton Transfer Reactions in Peptide Clusters; Osama 
Abd El Rahman; Juergen Grotemeyer; Institute for 
Physical Chemistry, University Kiel, Kiel, Germany 
TPJ 165 Comparison of the Effective Temperature Determined 
on Ion Trap and Triple Quadrupole Instruments; 
Sakina Mezzache1; Natacha Bruneleau1; Denis Lesage1; 
Carlos  Afonso1; Claude Pepe2; Philippe Karoyan1; 
Françoise Fournier1; Károly Vékey3; Jean-Claude Tabet1; 
1UMR 76 13, Paris, France; 2UMR 7075, Paris, France; 
3Hungarian Academy of Sciences, Budapest, Hungary 
TPJ 166 An Energy-Resolved Mass Spectrometry Approach to 
the DePuy Silane Cleavage Method; Ian H. Krouse; Paul 
G. Wenthold; Purdue University, West Lafayette, IN 
TPJ 167 Fragmentation Energetics of Phenolic Esters in 
Negative Ion Mode; John C Hanley Jr; A. Daniel Jones; 
The Pennsylvania State University, University Park, PA 
TPJ 168 Substituent Effects on Ag(I) Cation-π Interactions:  
Experimental and Theoretical Studies on Ag+ Affinities 
of Monosubstituted Benzenes; Siu-Kwan Wo1; Ho-Man 
Lee1; Yu-Mei Xing1; Ngai-Ling Ma2; Chun-Wai Tsang1; 
1The Hong Kong Polytechnic University, Hong Kong, 
China; 2Institute of High Performance Computing, The 
Rutherford, Singapore 
TPJ 169 Ion Chemistry of Selected Pentafluoro-λ6-Sulfanyl 
Terminated Liquid Crystal Compounds; Daniel Kuehne; 
Karl-Peter Wanczek; University of Bremen, Bremen, 
Germany 
TPJ 170 Conventional or Distonic Ions? A Revised Definition; 
Daniela Maria Tomazela; Adão A. Sabino; Regina 
Sparrapan; Fabio C. Gozzo; Marcos N. Eberlin; SP, Brazil 
TPJ 171 Comparison of Bond Strengths of Hypervalent Anions 
of Groups 14, 15, 16, and 17; Changtong Hao; Catherine 
E. Check; Kim C. Lobring; Lee S.  Sunderlin; Northern 
Illinois University, DeKalb, IL 
TPJ 172 Bond Strengths in X4+ and X2O2+ Radical Cations; John 
M.  Bailey; Changtong  Hao; Kyle  Frusolone; Lee S. 
Sunderlin; Northern Illinois University, DeKalb, IL 
TPJ 173 Dissociation of Substituted Tyrosine Cu(II)-2,2'-
bipyridine Complexes:  the Curious Case of 3-
Nitrotyrosine; Jennifer L Seymour; Tomas Vaisar; 
Frantisek Turecek; University of Washington, Seattle, WA 
TPJ 174 Search for Silent Hydrogen Atoms on the Competitive 
Hydrogen Transfer under the Unimolecular 
Dissociation of N-(5-Phenylvaleryl)azacycloalkan-2-
ones; Hiroshi Yamaoka1; Chiaki Murakami1; Ikuko 
Kusagi1; Kimio Isa2; Yasuhiko Maekawa3; Nico M.M. 
Nibbering4; 1Osaka Women's University, Sakai, Osaka, 
Japan; 2University of Fukui, Fukui, Japan; 3Institute of 
Hokuriku Environmental Research, Fukui, Japan; 4Vrije 
Universiteit, Amsterdam, the Netherlands 
TPJ 175 Ligand Effect on the Formation of Radical Cationic 
Tripeptides; Corey N.W. Lam; Ivan K. Chu; The 
University of Hong Kong, Hong Kong, China 
TPJ 176 Analysis of Hydrolysis Products of Tholin Aerosols 
Presumably Present on Titan by FT-ICR and FT-IR; 
Arpad Somogyi1; Niladri Sharker1; Chu-Ha Oh1; Jonathan 
I. Lunine1; Gene McDonald2; Mark Smith1; 1University of 
Arizona, Tucson, AZ; 2Jet Propulsion Laboratory, 
Pasadena, CA 
TPJ 177 Mechanisms of Characteristic Phospholipid 
Fragmentations, a Theoretical Study; Daryl Giblin; 
Fong-Fu Hsu; John Turk; Michael L. Gross; Washington 
University, St. Louis, MO 
TPJ 178 Structurally Related Non-Covalent Complexes 
Examined by IRMPD-FT-ICR MS and Q-trap MS2: 
Evidence for Salt-Bridge Structures in the Gas Phase; 
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Mathias Schäfer1; Carsten Schmuck2; Lars Geiger2; 
Michael J. Chalmers3; Christopher L. Hendrickson3; Alan 
G. Marshall3; 1Institute for Organic Chemistry University 
Cologne, Cologne, Germany; 2Insitute for Organic 
Chemistry University Wurzburg, Wuerzburg, Germany; 
3ICR Progam, NHMFL Florida State University, 
Tallahassee, FL 
TPJ 179 Chloride Ion Affinities and Predictions for the Absolute 
Heats of Formation of SiCl2 and SiClF; John C 
Poutsma1; Olivia E. Schroeder1; Robert R. Squires2; 
1College of William and Mary, Williamsburg, VA; 2Purdue 
University, West Lafaytette, IN 
LC/MS METHODS:  ENVIRONMENTAL 
TPK 180 Identification of Microcystin Toxins from a Strain of 
Microcystis Aeruginosa; Chris Diehnelt1; Nicholas 
Dugan2; William L. Budde2; 1Oak Ridge Inst. Sci. & Edu., 
Cincinnati, OH; 2U. S. Environ. Prot. Agency, Cincinnati, 
OH 
TPK 181 Determination of Telomer B Alcohols by Liquid 
Chromatography-Tandem Mass Spectrometry in 
Environmental Matrices; Bogdan Szostek1; Keith B. 
Prickett1; Robert C. Buck2; 1DuPont Haskell Laboratory, 
Newark, DE; 2DuPont Chemical Solutions Enterprise, 
Wilmington, DE 
TPK 182 Liquid Chromatography/Mass Spectrometry 
Identification of 2,4-Dinitrophenylhydrazone 
Derivatives of Aldehydes and Ketones from Ozone 
Treated Buildings; Kai Zhou1; Walter E. Rudzinski1; 
Dustin G. Poppendieck2; Richard L. Corsi2; 1Texas State 
University-San Marcos, San Marcos, TX; 2University of 
Texas at Austin, Austin, TX 
TPK 183 LC/MS/MS Determination of Exposure to Pesticides 
and Herbicides from Urine of Chemical Applicators; 
Frederic L. Ciner, MS1; Donna  Huggins, MS2; Shelley  
Harris, Ph.D. 2; Roy W.  Plunkett, Jr. 1; Michael F. Martin1; 
Timothy R. Croley, Ph.D. 1; 1Division of Consolidated 
Laboratory Services, Richmond, VA; 2Virginia 
Commonwealth University, Richmond, VA 
TPK 184 Determination of Endocrine Disrupting Compounds in 
Marine Water by Nano-Liquid Chromatography-
Direct-EI Mass Spectrometry; Antonella Siviero; Achille 
Cappiello; Giorgio Famiglini; Pierangela  Palma; Mehdi 
Attaran Rezaii; Filippo Mangani; Laura Canesi; University 
of Urbino , Urbino, Italy 
TPK 185 Analysis of Hexabromocyclododecane (HBCD) in 
Sediments using Negative ESI LC/MS/MS; Gordia 
MacInnis1; Gregg Tomy2; Mehran Alaee1; Chris Marvin1; 
1National Water Research Institute, Burlington, ON  
Canada; 2Freshwater Institute, Winnipeg, MB  Canada 
TPK 186 LC-MSn Analysis of Secondary Organic Aerosols in 
Laboratory Chamber Samples, and Aerosols Collected 
from Ambient Air; Michael S. Gardner; Thomas W. 
Marrero; Jonathan Bundy; RTI International, Research 
Triangle Park, NC 
TPK 187 Quantitative Analysis of Chloramphenicol in Milk 
Using a Simple Extraction Method and LC-MS/MS; 
Per-Åke Hynning; Kenneth Joelsson; Waters Nordic, 
Stockholm, Sweden 
TPK 188 Development of a Mass Spectrometry Method for 
Determination of Organic Phosphorus Compounds in 
Lake Sediments; Joakim Ahlgren; Heidi De Brabandere; 
Emil Rydin; Monica Waldebäck; Lars Tranvik; Karin 
Markides; Uppsala University, Uppsala, Sweden 
TPK 189 Determination of haloacetic acids by LC/negative ESI-
MS with "function-switching" feature; Zhanpin Wu; 
Chip Cody; JEOL USA Inc., Peabody, MA 
TPK 190 Isomer Specific Determination of 
Hexabromocyclododecane (HBCDD) in Seal Blubber 
From the Arctic; Kate Stuttaford1; Gary Impey2; Derek 
Muir1; Mary Williamson1; Chris Marvin1; Gordia 
MacInnis1; Mehran Alaee1; 1National Water Research 
Institute, Burlington, ON, Canada; 2Applied 
Biosystems/MDS Sciex, Concord, ON, Canada 
TPK 191 Quantitative Determination of Extractable PFOA in 
Textiles and Carpets by LC/MS/MS; Michael P. Mawn; 
Richard G. McKay; Timothy W. Ryan; Bogdan Szostek; 
Robert C. Buck; DuPont Company, Wilmington, DE 
TPK 192 Multicomponent Method for Detection Mycotoxins in 
Food by LC/MS/MS; Scarlett  Biselli1; Kristin  von 
Czapiewski2; Axel Besa2 1Eurofins/W.E.J. GmbH, 
Hamburg, Germany; 2Applied Biosystems, Darmstadt, 
Germany 
TPK 193 Feasability of Electron Capture Ionization for 
Detection of Explosives and Perchlorate in Soil and 
Water by Linear Ion Trap MS/MS; Robert  Ellis; Peter 
Kovaric; Gary Impey; Doina  Caraiman; Jane Zhao; Takeo 
Sakuma; Applied Bioysystems-MDS SCIEX , Concord, ON 
Canada 
TPK 194 Determination of Perchlorate by IC-MS using an 
Internal Standard and In-line Matrix Diversion Sample 
Preparation; Rosanne W. Slingsby; William C. Schnute; 
Dionex Corp., Sunnyvale, CA 
TPK 195 Analysis of Spectinomycin and Lyncomycin by APCI-
LC/MS/MS in Simulated Rainfall Runoff From Soils 
Treated With Animal Manure; Kerry M Peru; John H 
Headley; Sandra Kuchta; Allan Cessna; Envirnoment 
Canada, Saskatoon, SK, Canada 
TPK 196 Trace Analysis of the Broad-Spectrum Antimicrobial 
Compound Triclosan in Drinking Water, Urban 
Streams and Wastewater by LC/APCI/MS and 
LC/ESI/MS; Rolf U. Halden1; Daniel H. Paull1; Robert 
Classon2; 1Johns Hopkins University, School of Public 
Health, Baltimore, MD; 2Shimadzu Scientific Instruments, 
Columbia, MD 
TPK 197 Determination of Veterinary Drug Residues in 
Environmental Samples of a Predominantly 
Agricultural Watershed using Liquid Chromatography 
Tandem Mass Spectrometry; Dayue Shang1; Patricia L 
Keen2; Ken Hall2; Angelo Di Cicco1; Monica  Dyck1; 
Helen  Nicolidakis1; 1Organic Residues Laboratory/Health 
Canada, Burnaby, BC, Canada; 2IRES/University of 
British Columbia, Vancouver, BC, Canada 
TPK 198 Development of Isotope Dilution LC-MS/MS Method 
for the Determination of Semicarbazide in Foods; 
Benjamin P.-Y. Lau; Adam Becalski; David Lewis; 
Stephen W. Seaman; Health Canada, Ottawa, Canada 
TPK 199 Quantification of VX Nerve Agent and its Degradation 
Products using HPLC-ESI-MS; Adam H Love; Andrew 
L Vance; John G Reynolds; M Lee Davisson; Lawrence 
Livermore National Laboratory, Livermore, CA 
TPK 200 Low Energy CID MS of Transition Metal – 
Organophosphorus Pesticide Complexes; Bernd O. 
Keller; Evangelos Petropoulos; Wilson Lee; Abdelhamid 
Esbata; Buncel Erwin; Gary W. van Loon; Queen's 
University, Kingston, Ontario, Canada 
TPK 201 Investigation of Arsenic Species Found in Antarctic 
Algae by Using Cross-Information Obtained With LC-
ICP-MS and LC-Ion Trap MS; Rodolfo G. Wuilloud1; 
Jorgelina C.A. Wuilloud1; Patricia Smichowski2; Douglas 
T. Heitkemper1; 1Food and Drug Administration, 
Cincinnati, OH, USA; 2Comision Nacional de Energía 
Atómica, Buenos Aires, Argentina 
TPK 202 High Resolution Quantitative Analysis of Nitrofuran 
Derivatives in Poultry and Shrimps Using a New oa-
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ESI-TOF; Friedrich Mandel; Bernhard Wuest; Christian 
Sauber; Agilent Technologies, Waldbronn, Germany 
TPK 203 Simultaneous Analysis of 200 Pesticides Using 
LC/MS/MS; Yuriko Ozeki; Mari Kikuchi; Tetsuo Kokaji; 
Applied Biosystems Japan Ltd, Tokyo, Japan 
TPK 204 LC-ESI-MS/MS Determination of Low-Level 
Perchlorate in Water and Produce; Michael J Shelton 
West Coast Analytical Service, Santa Fe Springs, CA 
TPK 205 An ESI-MS/MS-Based System With Automatic Sample 
Cleanup for Simultaneous Quantitation of Benzene 
Exposure Biomarkers SPMA and ttMA in Human 
Urine; Yu-Chang Tyan1; Lung-Cheng Lin1; Jeng-Fu Shih1; 
Tung-Sheng Shih2; Pao-Chi Liao1; 1National Cheng-Kung 
University, Tainan, Taiwan; 2Institute of Occupational 
Safety and Health, Taipei, Taiwan 
MALDI IMAGING 
TPL 206 Identification and Characterization of the Major Forms 
of Glutathione S-Transferase in Mouse Liver; Timothy 
K Nadler; Barrie G Wagenfeld; Robert J Lotti; Carlton H 
Paul; George J Vella; Applied Biosystems, Framingham, 
MA 
TPL 207 Imaging MALDI With an Orthogonal TOF Mass 
Spectrometer; Gamini Piyadasa; James R McNabb; Vic 
Spicer; Kenneth G Standing; Werner Ens; University of 
Manitoba, Winnipeg, MB, Canada 
TPL 208 Laser Desorption/Ionization Time-of-Flight Mass 
Spectrometric Characterization of Plant Cuticular Wax 
by Using Colloidal Silver Additive; Chanan Sluszny; 
Edward S Yeung; Iowa State University, Ames, IA 
TPL 209 Advanced Optics for Imaging Mass Spectrometry 
Using MALDI-TOFMS; Stacy D.  Sherrod; John A.  
McLean; David H.  Russell; Texas A&M University, 
College Station, TX 
TPL 210 Exploring the Potential of Cryodetectors for the 
Detection of MALDI Produced Ions: Application to 
Profiling and Imaging Mass Spectrometry; Pierre 
Chaurand1; Gertraud Hayn2; Urs Matter2; Richard M. 
Caprioli1; 1Vanderbilt University, Nashville, TN; 2Comet 
AG, Flamatt, Switzerland 
TPL 211 Reconstructing and Visualizing Protein Distributions in 
3D by Imaging MALDI MS; Anna C. Crecelius; Betsy 
Williams; Li Xia; D. Shannon Cornett; Benoit Dawant; 
Bobby Bodenheimer; Martin Lepage; Kenneth J. 
Niermann; Richard M. Caprioli; Vanderbilt University, 
Nashville, TN 
TPL 212 Automated Sample Preparation for MALDI Imaging 
MS; Hans-Rudolf Aerni; Dale S. Cornett; Pierre  
Chaurand; Kichiya Suzuki; Marie-Claire  Orgebin-Crist; 
Takiko Daikoku; Sudhansu K.  Dey; Richard M.  Caprioli; 
Vanderbilt University, Nashville, TN 
TPL 213 MALDI-MS Imaging of Features Smaller than the 
Laser Beam Profile; John C. Jurchen; Stanislav S. 
Rubakhin; Jonathan V. Sweedler; University of Illinois, 
Urbana-Champaign, IL 
TPL 214 Analyzing Differential Protein Expression in 
Experimental Parkinson's Disease using Imaging 
MALDI MS; Anna  Nilsson1; Jeremy L. Norris3; Hans-
Rudolf Aerni3; Per Svenningsson2; Richard M. Caprioli3; 
Per E.  Andrén1; 1Uppsala University, Uppsala, SWEDEN; 
2Karolinska Institute, Stockholm, SWEDEN; 3Vanderbilt 
University, Nashville, TN 
TPL 215 MALDI Molecular Imaging:  Evaluation of 
Experimental Techniques and Application to Drug 
Metabolism Distribution Studies; Jane Y. Zhao; Alina 
Dindyal-Popescu; George Scott; Min Yang; Julia E. 
Wingate; Applied Biosystems/MDS Sciex, Concord, 
Ontario, Canada 
TPL 216 The Analysis of Pharmaceutical Compounds In Skin by 
Matrix Assisted Laser Desorption Ionisation - Time Of 
Flight - Mass Spectrometry; Josephine Bunch1; Malcolm 
R. Clench1; Don S. Richards2; 1Sheffield Hallam 
University, Sheffield, UK; 2Pfizer Global R&D, Sandwich, 
UK 
METABOLISM STUDIES:  IDENTIFICATION 
TPM 217 Synthesis and Analysis of Tetrahydrogestrinone (THG), 
a "Designer" Anabolic Steroid Banned by the 
International Olympic Committee; Wojtek Karpiesiuk1; 
Andreas Lehner1; Charlie Hughes1; Fuyu Guan2; Cornelius 
Uboh3; Lawrence Soma2; Thomas Tobin1; 1University of 
Kentucky, Lexington, KY; 2University of Pennsylvania, 
Kennet Square, PA; 3West Chester University, West 
Chester, PA 
TPM 218 The Role of Cytochrome b5 on Xenobiotic Oxidations: 
A study Case On  the Formation of 5-OH Metabolite by 
HPLC/RAM/ESI/MS/MS; Amin M Kamel; Kevin 
Colizza; Wendy Wang; Larry Cohen; Pfizer Global R&D, 
Groton Laboratories, Groton, CT 
TPM 219 New SRM Data Dependent Exclusion (MS)n 
Measurement for Structure Detemination of 
Metabolites of FK888 and Nilvadipin Using LC/ESI/Ion 
Trap MS; Zenzaburo Tozuka; Yasuhiro Yamato; Manabu 
Beppu; Hidetugu Murai; Naoko Shimada; Yasuhiro Miyao; 
Sumihisa Kimura; Akira Kagayama; Fujisawa 
Pharmaceutical Co. Ltd., Osaka, Osaka, Japan 
TPM 220 In vitro Metabolism of Hydroxy and Cyano Alkyl 
Compounds to Carboxylic Acid: Trapping Aldehyde 
Intermediate as Amine Adducts by LC-APCI/MS; 
Kantharaj Ethirajulu; Ehmer Peter ; De Wagter Katie ; An 
Tuytelaars ; Pascale EA Proost ; Claire Mackie ; Ron 
Gilissen ; Johnson & Johnson Pharmaceutical Research 
and Deve, Beerse, Belgium 
TPM 221 LC-MS/MS Characterization of Metabolites of 
Loratadine (Claritin) Following a Single Oral 
Administration to Healthy Male Volunteers; Ragu 
Ramanathan; Ai-Duen  Su; Narciso Alvarez; Swapan 
Chowdhury; Mark Wirth; Kevin Alton ; James Patrick ; 
Schering-Plough Research Institute, Kenilworth, NJ 
TPM 222 In Vitro Metabolism of “Red Tide” Brevetoxin-2 by 
LC-ES-MS/MS; Weiqun Wang1; Guangdi Wang2; Richard 
B. Cole1; 1University of New Orleans, New Orleans, LA; 
2Xavier University of Louisiana, New Orleans, LA 
TPM 223 In Vitro Drug Metabolism Study of Telithromycin by 
LC/MS/MS; Wan Yong Feng; Song Lin; Peter Haroldsen; 
Emil Samara; Chiron Corporation, Emeryville, CA 
TPM 224 Dynamic Background Subtraction to Improve 
Candidate Ion Selection for Information Dependant 
Acqusition LC-MSMS Analysis; J.C.Yves Le Blanc; Nic 
Bloomfield; Applied Biosystems|MDS Sciex, Concord, ON, 
Canada 
TPM 225 LC-MS/MS Strategies for Screening and Identification 
of in-vitro Phase I Metabolites; Jun Zhang; Emmanuel 
Onua; Jasbir Singh; deCODE genetics, Inc., Woodridge, IL 
TPM 226 Identification of Human Cytochrome P450 Isozymes 
Responsible for Demethylenation of Kavalactones from 
Piper methysticum (Kava) Using Monoclonal Antibodies 
and LC-MS; Wenzhong Liang1; Yi Tao1; Dejan Nikolic 1; 
Jian  Guo1; Harry V. Gelboin2; Richard B. van Breemen1; 
1University of Illinois at Chicago, Chicago, IL; 2National 
Cancer Institute, Bethesda, MD 
TPM 227 Use of a Hybrid Linear Ion Trap/Fourier Transform 
Mass Spectrometer for Determining Metabolic Stability 
and Metabolite Characterization; Petia Shipkova; 
Jonathan Josephs; Mary Grubb; Weiqi  Chen; Mark 
Sanders; Bristol-Myers Squibb, Princeton, NJ 
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TPM 228 Simultaneous Quantitation for Metabolic Stability and 
MSn for Metabolite Identification In One Combined 
LCMSn Run; Ji Ma1; Shichang  Miao1; Melissa  Chen 2; 
Diane  Cho2; 1Tularik Inc., South San Francisco, CA; 
2Thermo Electron, San Jose, CA 
TPM 229 Development of an Automated in-vitro Screen for Time 
Dependent Inhibition Studies Using Fast LC/ESI/MS 
Method; Raffaele Longhi; Federica Bianchi; Fontana  
Stefano; Mahmud Kajbaf; Federica Vinco; 
GlaxoSmithKline, Verona, Italy 
TPM 230 What is the Best Concentration to Use for in vitro 
Metabolite Identification?; Karine Joncour; Iain Beattie; 
Kim Lawson; AstraZeneca, Loughborough, UK 
TPM 231 Sensitive Sulphur-Specific Detection of Omeprazole 
Metabolites in Rat Urine by HPLC-ICPMS Run in 
Parallel With HPLC-MS; Christopher  Smith12; Ian  
Wilson12; Berit Jensen12; Lars Weidolf12; 1Astrazeneca, 
Macclesfield, UK; 2Astrazeneca, MoIndal, Sweden 
TPM 232 In Vitro Metabolism of Diarylpyrazoles, a Novel Group 
of Cannabinoid Receptor Ligands; Qiang Zhang1; Peng 
Ma1; Weiqun Wang2; Richard Cole2; Guangdi Wang1; 
1Xavier University of Louisiana, New Orleans, LA; 
2University of New Orleans, New Orleans, LA 
TPM 233 Thermally Induced Meisenheimer Rearrangement of 
tert-N-Oxide in APCI and APPI; Shuguang Ma; Neil 
Blumenkrantz; Swapan Chowdhury; Schering-Plough 
Research Institute, Kenilworth, NJ 
TPM 234 Metabolism of Fluasterone in Dog using LC/MS/MS; 
Brian Thomas; Qiao Zhan; Research Triangle Institute, 
International, RTP, NC 
TPM 235 Examination of Phase II Glucuronidation Detection, 
Using Theatrically Triggered MRM for Propananolol 
Coupled with a Dependent Trap Product Ion Scan; 
Elliott Jones; Alicia Du; AppliedBiosystems, Foster, CA 
TPM 236 Chemometric Analysis of LC-MS Metabonomics Data; 
Johan Lindberg1; Johan Kolmert1; Per-Åke Hynning2; Ralf 
Torgrip1; Ina Schuppe-Koistinen1; 1AstraZeneca AB, 
Södertälje, Sweden; 2Waters AB, Sollentuna, Sweden 
TPM 237 Investigation of Metabolite Profiles in Human Urine by 
ESI-oaTOF and Quadrupole Ion Trap Mass 
Spectrometry; Gabriela Zurek1; Carsten Baessmann1; 
Thomas Zey1; John P. Shockcor2; 1Bruker Daltonik GmbH, 
Bremen, Germany; 2Bruker BioSpin Corp., Billerica, MA 
TPM 238 Advances in Global Differential Metabolic Profiling for 
Biomarker Discovery: A Study in Autoimmune Disease; 
Haihong  Zhou; Gary  Frenzel; Jennifer Thompson; Hua 
Lin; Sushmita Roy; Markus Anderle; Christopher H. 
Becker; SurroMed, Inc., Menlo Park, CA 
TPM 239 Characterization of Novel Dihydroisoquinolinium and 
Isoquinolinium Metabolites of a Potent MTP Inhibitor, 
CP-346,086, in Human Liver Microsomes by LC-
MS/MS; Weiwei  Wang; Zhuang Miao; Chandra Prakash; 
Pfizer, Groton, CT 
TPM 240 Metabolite Searching and Identification with 
LC/FTMS; Kevin C Crellin; R. T. McIver, Jr.; IonSpec 
Corporation, Lake Forest, CA 
TPM 241 A Comparison of LC-MS(TOF) and 1H-NMR 
Metabonomics Strategies for the Analysis of Urine from 
Zucker Rats; Chris L. Stumpf1; Jennifer H. Granger1; 
Robert S. Plumb1; Ian D. Wilson2; Eva M. Lenz2; Rebecca 
Williams2; 1Waters Corporation, Milford, MA; 
2AstraZeneca R&D Alderley Park, Macclesfield, UK 
TPM 242 Sheathless CE-ESI-MS and MALDI-MS in Negative 
Ion Mode for Metabolite Investigations in Islets of 
Langerhans; James L  Edwards; Robert T Kennedy; 
University of Michigan, Ann Arbor, MI 
TPM 243 Use of an Automatic Quantitative and Qualitative 
MRM LCMS Analysis for Metabolite Detection; 
Christopher Borton 1; Elliott Jones2; 1Sunstarlabs, Boulder, 
CO; 2AppliedBiosystems, Foster, CA 
TPM 244 Metabolic Studies of 3'-Chlorodaidzein; Tracy L. 
D'Alessandro1; Ray Moore III1; Nigel Botting2; Stephen 
Barnes1; 1University of Alabama at Bimringham, 
Birmingham, AL; 2University of St. Andrews, St. Andrews, 
Fife, Scotland 
TPM 245 Evaluation of H/D Exchange and LC-MS for 
Identification of Hydroxylamine, N-Oxide, and 
Hydroxy Analogs of Desloratodine; Joanna  Zgoda-Pols; 
Ragu Ramanathan; Swapan  Chowdhury; Schering-Plough 
Research Institute, Kenilworth, NJ 
TPM 246 Novel Glutathione-Derived Metabolites from an IP 
Antagonist; William L. Fitch; Pamela W. Berry; Yaping  
Tu; Roche Palo Alto LLC, Palo Alto, CA 
TPM 247 Use of Automated Nanoelectrospray for Drug 
Metabolite Structure Elucidation; David J. Borts; Steven 
T. Cook; Gary D. Bowers; Michael J. O'Mara; Kate E. 
Quinn; GlaxoSmithKline, Research Triangle Park, NC 
TPM 248 GC-MS-FID for the Analysis of Endogenous Urine 
Components as Part of a Metabonomic Toolbox: A 
Combined Study with NMR; Sally-Ann Fancy1; Jonothan 
Austin2; Klaus Rumpel1; 1Pfizer Global R&D, Sandwich 
(CT13 0AU), UK; 2UMIST, Manchester (M60 1QD), UK 
TPM 249 Combining NMR and ESI-TOF-MS for Screening 
Inborn Errors; John P. Shockcor1; Manfred Spraul2; Peter 
Neidig2; Thomas Zey3; Gabriela Zurek3; Carsten 
Baessmann3; 1Bruker BioSpin Corp., Billerica , MA; 
2Bruker BioSpin GmbH, Rheinstetten, Germany; 3Bruker 
Daltonik GmbH, Bremen, Germany 
TPM 250 Simultaneous Determination of Metabolites Involved in 
Glutathione Biosynthesis Pathway in Yeast By LC-
MS/MS. Application to the Cadmium Toxicity 
Investigation; Alexandra  Lafaye1; Christophe Junot1; Eric 
Ezan1; Jean Labarre2; Jean-Claude Tabet3; 1CEA, Service 
de Pharmacologie et d’Immunologie, Gif-sur-Yvette, 
France; 2CEA, Service de Biochimie et Génétique 
Moléculaire, Gif-sur-Yvette, France; 3UMR 7613, 
Université Pierre et Marie Curie, Paris, France 
TPM 251 Identification of Two New Piritramid Metabolites from 
Human Urine by LC-MSn; Jürgen Siebecke1; Rainer 
Kahlich1; Petra Palloch2; Gabriela Zurek2; Carsten 
Baessmann2; Bernd Kammerer1; 1Universität Tübingen, 
Tübingen, Germany; 2Bruker Daltonik, Bremen, Germany 
TPM 252 Characterization of in vivo Metabolites of the Potent 
Tachykinin NK1 Receptor Antagonist, CP-122,721 in 
Humans by HPLC/RAM/ESI/MS/MS; Kevin Colizza; 
Amin M Kamel; Pfizer Global R&D, Groton, CT 
TPM 253 Correlating MS and NMR Metabonomic Data for the 
Zucker Diabetic Fatty Rat Model; Bradley L. 
Ackermann; James A.  Eckstein; Palanapian Kulanthaivel; 
Axel Meissner; Craig Thomas; Carol Broderick; Garret 
Etgen; Eli Lilly and Company, Indianapolis, IN 
TPM 254 Mass Spectrometric Identification of Alterations in 
Metabolic Profiles Due to Genetic Mutations in Plants 
and Yeast; Mohammed A. Meetani; Janette  Berglez; 
Arjun Singh; Mark Davis; National Renewable Energy 
Laboratory, Golden, CO 
TPM 255 Identification of Glutathione Conjugates of Naltrexone 
by Quadrupole-linear Ion trap; Natarajan 
Kalyanaraman; Sudha Marimanikkuppam; Thomas  Krick; 
Rory Remmel; University of Minnesota, Minneapolis, MN 
TPM 256 Metabolite Profiling Anticancer Drugs: Comparison of 
in vitro models; Lekha Sleno; Dietrich A. Volmer; 
Institute for Marine Biosciences, Halifax, Canada 
TPM 257 A Metabolomics Study of Plasmodium Falciparum 
Infection of Red Blood Cells in the Absence and 
Presence of Antimalarials; Nigel Deighton1; Joel 
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Shuman1; Jianghong Qian1; Dominique Rasoloson2; Lirong 
Shi2; Oluwatosin Ginsanrin2; Scott Campbell3; David 
Sullivan2; Vladimir Shulaev1; 1Virginia Bioinformatics 
Institute, Blacksburg, VA; 2John Hopkins Bloomberg 
School of Public Health, Baltimore, MD; 3SpectralWorks 
Ltd., Research Triangle Park, NC 
TPM 258 Metabolic Studies of 1-Testosterone in Horses; Wai Him 
Kwok1; Evonne W Chung1; Emmie N M Ho1; Francis P W 
Tang1; Kenneth C H Yiu1; Terence S M Wan1; Xin Wang2; 
John H K Yeung2; Henry N C Wong2; 1The Hong Kong 
Jockey Club, Shatin, Hong Kong; 2The Chinese University 
of Hong Kong, Shatin, Hong Kong 
TPM 259 LC-MS Fraction Collection Combined With Chip-MS 
Infusion for High Throughput Metabolites 
Identification; Roland F. Staack; Emmanuel Varesio; 
Gérard Hopfgartner; University of Geneva, Geneva, 
Switzerland 
TPM 260 Application of LC/MS and NMR in the 
Characterization of a Novel In Vivo Metabolite of 
LY654322, a Growth Hormone Secretagogue; Gregory 
A. Rener; Timothy M. Jones; Robert J. Barbuch; David A. 
Jackson; Palaniappan Kulanthaivel; Edward Mattiuz; 
William J. Wheeler; Anthony G. Borel; Eli Lilly and 
Company, Indianapolis, IN 
TPM 261 In vitro Metabolism and Bioactivation of Gingerols and 
6-shogaol from Zingiber officinale Roscoe 
(Zingiberaceae); Yi Tao; Wenzhong Liang; Dejan  
Nikolic; Benjamin  Johnson; Wenkui Li; Richard B. van 
Breemen; University of Illinois College of Pharmacy, 
Chicago, IL 
TPM 262 Performing Metabolite Identification of Verapamil 
Incubations on the Chromatographic Time-scale using 
a Hybrid Fourier Transform Mass Spectrometer; 
Nicholas Duczak; Scott  Peterman; Mark Kagan; Joe 
Mullholland; Helmut Muenster; Steven Horning; Thermo 
Electron Corporation, Somerset, NJ 
TPM 263 Antisense Oligonucleotides (ASO) Metabolism Study by 
LC/MS/MS in Support of ASO Drug Discovery and 
Development; Ling He; Yuan-Shek Chen; Zamas Lam; 
Yongdong Zhu; Bashir Mansoori; Larry Duan; Jinrong 
Lin; Lee Anderson; Helen Shen; Ben Chien; Quest 
Pharmaceutical Services, Newark, DE 
TPM 264 The Comparative Metabolism of a Triamilide 
Antibiotic, CP-472,295(e), in Rats, Dogs, Cattle and 
Swine; Richard  Schneider1; Connie Langer1; Jennifer  
Laperle1; Dominic Pullo2; 1Pfizer Global Research & 
Development, Groton, CT; 2Pfizer Animal Health, 
Kalamazoo, MI 
TPM 265 Identification of Tissue-specific Proteins in Arabidopsis 
thaliana; Soon-Deok Kim; Soo Bong Heo; Mi-Hae Lim; 
Chung-Mo Park; Hie-Joon Kim; Seoul National University, 
Seoul, South Korea 
TPM 266 Development of a CapLC-MS method and a hybrid 
LC/ARC/MS/RD/FC system for the identification of 
drug metabolites in biological matrices; Cathy Chen; 
David  Bershas; Wenzhe  Lu; Chungping Yu; Thomas G 
Neiss; GlaxoSmithKline, King of Prussia, PA 
TPM 267 Potential Advantages of Using Infusion Sample 
Delivery for the Analysis of Samples from P450 
Inhibition Experiments; Carmai Seto; Robert Ellis; Doina 
Caraiman; Applied Biosystems/MDS Sciex, Concord, 
Canada 
TPM 268 Phase I/II Biotransformation Pathways of Histone 
Deacetylase Inhibitor Benzamide Derivative MS-275 by 
LC-MS/MS; Xuejun Peng; Jeff  Gillespie; James J. Wang; 
MethylGene Inc., Montreal, PQ, Canada 
TPM 269 Loss of Hydroxyl Radical (•OH) in CID MS/MS for 
Identification of Oxidative Drug Metabolites; Xian-guo 
Zhao; Jiyuan Mao; Hao Feng; Zhe-ming Gu; XenoBiotic 
Laboratories, Inc., Plainsboro, NJ 
TPM 270 Metabolic Conversion of PS-15 and PS-15-like Analogs 
to Potent Antimalarial Triazines in Human Liver 
Microsomes; Todd W.  Shearer1; Michael P. Kozar1; 
Michael T. O'neil1; Guy Schiehser2; David P. Jacobus2; 
Damaris Diaz1; Young Yang1; Wilbur K. Milhous1; Donald 
R. Skillman1; 1Walter Reed Army Institute of Research, 
Silver Spring, MD; 2Jacobus Pharmaceuticals, Inc., 
Princeton, NJ 
PEPTIDES:  GENERAL 
TPN 271 Improved Sequence Coverage by High Resolution 
Peptide Mapping; Da Ren; Himanshu Gadgil; Paul 
Rainville; Roy Martin; Beth Gillece-Castro; Jeff Mazzeo; 
Waters Corporation, Milford, MA 
TPN 272 Analysis of Microwave-Assisted Enzymatic Digests of 
Hemoglobin by Mass Spectrometry; Luchuan Mi; Hubert 
W. Vesper; Maria Ospina; Gary L. Myers; CDC, Atlanta, 
GA 
TPN 273 Screening of Bacillus Strains for Antimicrobial 
Substances by Mass Spectrometry; Jean-Marie 
Schmitter1; Anne Chobelet1; Katell Bathany1; Muriel 
Denayrolles2; Maria Urdaci2; 1IECB, Pessac, France; 
2ENITA, Bordeaux, France 
TPN 274 The Sodium Ion Affinities of Simple Di-, Tri-, and 
Tetrapeptides; Ping Wang1; Chrys Wesdemiotis1; Gilles 
Ohanessian2; 1The University of Akron, Akron, OH; 2Ecole 
Polytechnique, Palaiseau Cedes, France 
TPN 275 Detailed Study of  Fragmentation Reactions of 
Metallated Aromatic Amino Acids; Experiment and 
Theory; Houssain El Aribi; Galina  Orlova; Alan C. 
Hopkinson; K. W. Michael Siu; York University, Toronto, 
Canada 
TPN 276 Automated, Real-time Support for Pharmaceutical 
Peptide Production via MALDI-TOF-MS and a 
Paperless Data Delivery System; Thomas M. Burt; 
Grover D. Owens; Feng Wang; Michelle Tscheiner; 
Kenneth D. Greis; Procter & Gamble, Pharmaceuticals, 
Mason, Ohio 
TPN 277 De novo Sequencing of Peptides from Tarantula Spider 
Grammostola Rosea Silk Protein by MALDI/TOF/TOF 
Mass Spectrometry; Xiaoyi Hu1; Arnold M. Falick2; 
Craig Vierra1; Jing  Yuan1; O. David Sparkman1; Patrick 
R. Jones1; 1University of the Pacific, Stockton, CA; 
2University of California, Berkeley, CA 
TPN 278 Development of a Method for the Identification of 
MHC Restricted Peptides Isolated from Cell Surfaces 
by Capillary LC/Nano-Electrospray Mass 
Spectrometry; Joanne E. Clayton1; Stephanie McArdle1; 
Robert C. Rees1; Philip L.R. Bonner1; Richard E. Clark2; 
Anthony I. Dodi3; Colin S. Creaser1; 1The Nottingham 
Trent University, Nottingham, UK; 2University of 
Liverpool, Liverpool, UK; 3Antony Nolan Trust, London, 
UK 
TPN 279 The Kinetics of Peptide-Peptide Interaction; Shelley N. 
Jackson1; Hay-Yan J. Wang1; Michael J.  Nold2; Amina S. 
Woods1; 1NIDA-IRP, NIH, Baltimore, MD; 2Waters 
Corporation, Milford, MA 
TPN 280 Conformational Analysis of  Methionine- and Leucine-
Enkephalins by H/D Exchange and ESI-MS/MS; 
Xianmei Cai; Chhabil Dass; Univ. of Memphis, Memphis, 
TN 
TPN 281 Plant Protein Expression Analysis by LC/MS/MS 
Monitoring of Tryptic Peptides; Debbie A. Schwedler; 
Ted E. Weglarz; Andrew W. Carr; Thomas W. Greene; 
John R. Lawry; Lizhen L. Wang; Jeffrey R. Gilbert; Dow 
AgroSciences, Indianapolis, IN 
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TPN 282 Chemistry of Oligopeptides in HPLC / Positive Ion 
ESI/MS and Application to Qualitative and 
Quantitative Assays; Zong-Ping Zhang; Jennifer Lewis; 
Bruce Hidy; Rand Jenkins; Scott Wright; PPD 
Development, Richmond, VA 
TPN 283 Sample Self-Displacement in the Mass-Directed 
Purification of Synthetic Peptides and Oligonucleotides; 
Kenneth J. Fountain; Fang  Xia; Jie Y. Cavanaugh; Martin 
Gilar; Diane M. Diehl; John C. Gebler; Waters 
Corporation, Milford, MA 
TPN 284 LC/MS/MS Quantitation of Therapeutic and 
Biomarker Peptides; Louisette J. Basa1; Christie L. 
Hunter1; Steve Wring2; 1Applied Biosystems, Foster City, 
CA; 2Trimeris, Durham, NC 
TPN 285 Quantitation of Cyclic-Polypeptide by Using LC 
Quadrupole Time-of-Flight Mass Spectrometry; Ying 
Cheng; Taegan P. Clary; Xue Ge; Jun Shen; Babu 
Subramanyam; Jih-Lie Tseng; Berlex Biosciences, 
Richmond, CA 
TPN 286 Fragmentation of Disulfides, Diselenides and 
Compounds with Sulfur-selenium Bonds using Tandem 
Mass Spectrometry; Julie A Kowalski; A. Daniel Jones; 
Pennsylvania State University, University Park, PA 
TPN 287 Investigation of Negative Ion Production for Peptides 
and Proteins in MALDI; Junjie Gao; Carolyn J. Cassady; 
University of Alabama, Tuscaloosa, AL 
TPN 288 Direct Analysis of a Peptide AM336 in Monkey 
Cerebrospinal Fluid by LC/MS with a Mixed-Function 
Column; Wei Bu1; Scott D. Freer1; Shelly M. Hollar1; 
Philip L. Stetson1; Robert A. Boyd2; John B. Kurek3; 
Daniel W. Sved1; 1WIL Research Laboratories, Inc., 
Ashland, OH; 2Northern Biomedical Research, Muskegon, 
MI; 3Amrad Corporation Limited, Richmond, Melbourne, 
Australia 
TPN 289 Investigation of Intramolecular Proton Migration 
During Peptide CID Using the in-situ Generation of an 
Isotope Label/Tracer; Kellis Bulleigh; Qun Wu; Crystal  
Do; Victor Angalagan; Angela Howard; Michael Van 
Stipdonk; Wichita State University, Wichita, KS 
TPN 290 Mass Spectrometry Studies of Nitroglycerin Action and 
Tolerance; Daniel J. Higbee; Troy D. Wood; Ho-Leung 
Fung; University at Buffalo, Buffalo, NY 
PHARMACEUTICAL ANALYSIS 
TPO 291 Assay Buffer Solubility Correction Factor for Drug 
Discovery Compounds: Development of an Open-
Access LC/ESI-MS Method; Larry M. Mallis1; Peter 
Bodine2; William  Moore3; Paige Mahainey3; Ariamala 
Gopalsamy4; Ron Magolda3; Oliver J. McConnell1; 1Wyeth 
Research - Discovery Analytical Chemistry, Collegeville, 
PA; 2Wyeth Research - Women's Health, Collegeville, PA; 
3Wyeth Research - Chemical & Screening Sciences, 
Collegeville, PA; 4Wyeth Research - Exploratory 
Chemistry, Pearl River, NY 
TPO 292 High-Throughput Protein Binding Using 96-Well 
Equilibrium Dialysis Followed by Cohesive HTLC-
MS/MS; Lisa A Ford; Adlai E Niggebrugge; Glenn D 
Tabolt; Michael Zhou; Cardinal Health, RTP, NC 
TPO 293 Time of Flight Mass Spectrometry as an Invaluable 
Tool for Specific Identification of Reaction and 
Degradation Products Within Medicinal Chemistry; 
Lena M von Sydow1; Michael McCullagh2; 1AstraZeneca, 
Mölndal, SWEDEN; 2Waters Corporation, Manchester, 
UK 
TPO 294 LC/MS Quantitative API Drug Analysis Using 
Isotopically Labeled Internal Standard; Joseph Mick; 
Brian Winger; Eli Lilly and Company, Indianapolis, IN 
TPO 295 Generic LC-MS: a 'High Throughput' Tool to Obtain a 
Roadmap for Drug Substance and Drug Product 
Selection; Dominique A.M. van de Kamp; Peter W.C.M. 
Faes; Meri  Jusic; Roel  Fokkens; William D. van Dongen; 
Synthon BV, Nijmegen, The Netherlands 
TPO 296 Forced Degradation Study of a Potent Inhibitor of the 
Rhinovirus 3C Protease; Rodney S. Bannwart; Matt 
Renner; Pfizer Global R & D, La Jolla, CA 
TPO 297 Automated Accurate Mass Data Processing Using a 
GC-TOF Mass Spectrometer in Drug Discovery; Chris 
Petucci; Larry Mallis; Oliver McConnell; Wyeth Research, 
Collegeville, PA 
TPO 298 A New Capillary GC/MS Method for Determining 
Ethyl Methanesulfonate (EMS) and Its Stability in a 
Drug Product Formulation; Scott A Miller; Jie Ju; 
Michael Cucolo; Jeff Y Dai; Jingpin Jia; Kranti Narra; 
Anne M Smith; Anne-Francoise Aubry; Bristol-Myers 
Squibb, New Brunswick, NJ 
TPO 299 LC/MS/MS Determination of a Nitrosamine Impurity 
in Bulk Drug Substance; Mark S. Bolgar; Chang-Ching 
Chan; Wei Wang; Bristol-Myers Squibb, New Brunswick, 
NJ 
POLYMERS 
TPP 300 Characterization of Derivatized Poly (4-
hydroxystyrene) by MALDI-MS; Judy L Chu-Pembroke; 
Renata  Murgasova; Matthew Vergne; David Hercules; 
Vanderbilt University, Nashville, TN 
TPP 301 Analysis of Covalently Cationized Polystyrenes Using 
Liquid Chromatography and Mass Spectrometry; 
Zohreh Vakili1; Charles Guttman1; James  Girard2; Mark 
Arnould1; Michelle  Byrd1; 1NIST, Gaithersburg, MD; 
2American University, Washington, DC 
TPP 302 MALDI-TOF-MS study of the heteropolyacid mediated 
oligomerization of ε-caprolactone and δ-valerolactone; 
Jean-Claude Blais1; Yahdih Mahha2; Ahmed Atlamsani2; 
Martine Tessier1; Jean-Marie Bregeault1; 1Université 
Pierre et Marie Curie, Paris, France; 2Université 
Abdelmalek Essaadi, Tétouan, Marocco 
TPP 303 Tandem Mass Spectrometry of Polyisoprene, 
Polybutadiene, and Poly(2-vinylpyridine); Michael J. 
Polce; Chrys Wesdemiotis; The University of Akron, 
Akron, OH 
TPP 304 Mass Spectrometry Studies on Terminally and 
Internally Functionalized Poly(isobutylenes); Kathleen 
Wollyung; Chrys Wesdemiotis; Joseph  Kennedy; Andras 
Nagy; The University of Akron, Akron, OH 
TPP 305 MALDI-TOF MS Study of the Isomerization Effect in 
Acyclic Diene Metathesis Polymerization; Violeta  
Petkovska; Timothy  Hopkins; David  Powell; Kenneth  
Wagener; University of Florida, Gainesville, FL 
TPP 306 Linear and Cyclic Poly(Methyl Methacrylates) from 
Chain-Transfer Radical Polymerization: Mass 
Spectrometry Characterization; Panthida Thomya12; 
Michael J. Polce12; Chrys Wesdemiotis12; James H. 
Harwood12; Vimolvan Pimpan12; 1The University of Akron, 
Akron, OH; 2The University of Akron, Akron, OH 
TPP 307 Sample Preparation of Mixed Epoxy Resins for 
MALDI-TOFMS Using LC at Critical Adsorption 
Point; Nobuyuki Sato1; I-ichiro Fukuda2; Koichi Ute2; 
Tatsuki Kitayama2; 1Toray Research Center, Inc., Otsu, 
Japan; 2Osaka University, Toyonaka, Japan 
TPP 308 Rapid Characterization of Polar Components of 
Synthetic and Natural Polymers by 
Pyrolysis/Electrospray Ionization Mass Spectrometry; 
Hsiu-Jung Hsu; Kwung-Fong Lee; Jentaie Shiea; National 
Sun Yat-sen University, Kaohsiung, Taiwan 
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TPP 309 Analysis of Polysiloxanes for Implant Device Product 
Development; E. Peter Maziarz1; X. Michael Liu1; Yu-
Chin Lai1; Mark P. Heitz2; JoAnn Viterna2; 1Bausch & 
Lomb Inc., Rochester, NY; 2SUNY College at Brockport, 
Brockport, NY 
TPP 310 The Metal Complexation Chemistry of Dendritic Iron 
Scavengers Investigated by Mass Spectrometry; 
Hendrik Neubert1; Ursula E. Ch. Berndt2; Tao Zhou1; Zu 
D. Liu1; Robert C. Hider1; 1King's College, London, UK; 
2Institute of Pharmaceutical Chemistry, University of 
Vienna, Austria 
TPP 311 Temperature-Programmed Pyrolysis Hyphenated with 
Metastable Atom Bombardment Ionization Mass 
Spectrometry (TPPy/MAB-MS) for the Identification of 
Additives in Polymers; Michel Boutin1; Jacques Lesage2; 
Claude Ostiguy2; Michel J. Bertrand1; 1University of 
Montreal, Montreal, Canada; 2Institut de recherche 
Robert-Sauvé, Montreal, Canada 
TPP 312 International Interlaboratory Comparison of Mixtures 
of Polystyrenes with Different End Groups; Charles M. 
Guttman; Stephanie J. Wetzel; Kathleen Flynn; David  
Vanderhart; Bruno M Fanconi; Willaim E. Wallace; NIST 
Polymers Division, Gaithersburg, MD 
TPP 313 Determination of the Aliphatic Isocyanates Generated 
during the Thermal Degradation of a Polyurethane Car 
Paint as 1-(2-Methoxyphenyl)piperazine Derivatives 
using HPLC/ESI-MS/MS; Michel Boutin1; Jacques 
Lesage1; Claude Ostiguy1; Michel J. Bertrand2; 1Institut de 
Recherche Robert-Sauvé, Montreal, Canada; 2University 
of Montreal, Montreal, Canada 
TPP 314 Isotopically Labeled Studies of Thermal and Radiation 
Induced Polymer Degradation; Deborah E. Hunka; 
Steven M. Thornberg; Robert Bernstein; Rachel M. Rohde; 
James M. Hochrein; Sandia National Laboratory, 
Albuquerque, NM 
TPP 315 Image Analysis of Industrial Materials using Scanning 
MALDI Technique; Shin-ichirou Kawabata; Noriyuki 
Ojima; Shimadzu Corporation, Kyoto, JAPAN 
TPP 316 Determination of Novel Bioengineered Protein-Based 
Materials with Antimicrobial Properties using MALDI-
TOF/MS; Nicole L Chow; William  Cuevas; Manoj  
Kumar; Genencor International, Palo Alto, CA 
TPP 317 MALDI-TOF-MS Characterization of 
Polycyanoacrylates Generated under Acidic Conditions 
using "Super Glue" or the Cyanoacrylate Fingerprint 
Fuming Method ; Kathleen M. Flynn1; Stephanie J. 
Wetzel1; Charles M. Guttman1; Linda A. Lewis2; 1National 
Institute of Standards and Technology, Gaithersburg, MD; 
2Oak Ridge National Laboratory, Oak Ridge, TN 
PROTEINS PHOSPHOPROTEINS 
TPQ 318 Use of Patterned Surfaces to Enhance the Detection of 
Phosphopeptides; Yingda  Xu; Jamie D. Dunn; Rhonda 
Husain; J. Throck Watson; Merlin L. Bruening; Michigan 
State University, East Lansing, MI 
TPQ 319 Profiling Dynamics of in vivo Protein Phosphorylation: 
Determination and Quantitation of Protein 
Phosphorylation using Hypothesis-Driven, Multiple-
Stage Mass Spectrometry; Emmanuel J. Chang; Vincent 
Archambault; Derek T. McLachlin; Andrew N. 
Krutchinsky; Brian T. Chait; The Rockefeller University, 
New York, NY 
TPQ 320 Proteomic Analyses of in vivo Phosphorylated Synaptic 
Proteins by Multi-Step Affinity Chromatography and 
on-line LC-MS/MS; Lu Yu1; Mark Collins2; Holgar Husi2; 
Walter Blackstock3; Seth  Grant1; Jyoti Choudhary1; 1The 
Wellcome Trust Sanger Institute, Cambridge, UK; 
2University of Edinburgh, Scotland, UK; 3Protein Partners, 
London, UK 
TPQ 321 Localization of Phosphorylated Residues in 
Serine/Threonine Protein Kinase from Mycobacterium 
tuberculosis by Mass Spectrometry; Virginie Molle1; 
Michel Becchi1; Isabelle Zanella-Cleon1; Jean-Philippe 
Robin2; Alain J. Cozzone1; Jean-François prost1; 1Institut 
de Biologie et Chimie des Protéines, Lyon, France; 
2IFR128, Lyon, France 
TPQ 322 Quantitative and Temporal Profiling of Acutely-
Induced Phosphorylation Events Using Selective 
Isotope Labeling and a Hybrid LTQ-FT Mass 
Spectrometer; Bryan A Ballif; Corey E. Bakalarski; Scott 
A. Gerber; Philippe  Roux; John  Blenis; Steven P. Gygi; 
Harvard Medical School, Boston, MA 
TPQ 323 Mass Spectrometric Identification of a Novel Egg 
Plasma Membrane Rafts-Associated Protein that is 
Tyrosine-Phosphorylated upon Fertilization; Ken-ichi 
Yoshino; Ken-ichi Sato; Noriko Oshiro; Keiichi 
Sakakibara; Chiharu Tokunaga; Yasuo Fukami; Kazuyoshi 
Yonezawa; Kobe University, Kobe, Japan 
TPQ 324 LC-ESI-MS Characterization of Protein Kinase Akt1 
for Phosphorylation Site-Specific Determination and 
Biological Activity Correlation; Jianwei Shen; Robert 
Johnson; Tanveer Ahmed; Yan Luo; Richard Smith; Ran 
Guan; Xuesong Liu; Vered Klinghofer; Charles Hutchins; 
Paul Richardson; Tom Holzman; Saul Rosenberg; Abbott 
Laboratories, Abbott Park, IL 
TPQ 325 Proteomics for Identification and Quantitation of 
Phospho-peptides by Modification with Stable Isotope 
Derivatives; Chie Murata1; Hiroki Tsumoto2; Kohfuku 
Kohda2; Takao Shimizu1; Ryo Taguchi1; 1Graduate School 
of Medicine, The University of Tokyo, Japan; 2Graduate 
School of Pharmaceutical Sciences, Nagoya-City, Japan 
TPQ 326 Mass Spectrometric Characterization of MEK1 
Phosphorylation During Expression in Insect Cells; 
Shihong Wang; Yan-Hui Liu; Catherine K. Smith; 
Birendra Pramanik; Schering Plough Research Institute, 
Kenilworth, NJ 
TPQ 327 Identification of Novel Serine Phosphorylation Sites in 
Insulin Receptor Substrate-1 (IRS-1) by HPLC-
ESI/MS/MS; Susan T. Weintraub; Moulun Luo; 
Christopher A. Carroll; Lily Q. Dong; Lawrence J. 
Mandarino; Univ. of Texas Health Science Center, San 
Antonio, TX 
TPQ 328 A Fluorescent Affinity Tag-Based Method to Enhance 
Phosphoprotein Detection and Characterization by 
Mass Spectrometry; Stanley M Stevens Jr; Alfred Y 
Chung; Marjorie C Chow; Scott H McClung; Camille N 
Strachan; Laszlo Prokai; Alice C Harmon; Nancy D 
Denslow; University of Florida, Gainesville, FL 
TPQ 329 New Way in Protein Research: Metallomics and 
Phosphoproteomics by LA-ICP-MS and MALDI-
FTICR-MS on Yeast Mitochondria Separated With 
Two-Dimensional Gel Electrophoresis; J. Susanne 
Becker1; Myroslav Zoriy2; Udo Krause-Buchholz3; Carola 
Pickhardt2; Michael Przybylski1; Wolfgang  Pompe4; 
Gerhard  Rödel3; J. Sabine Becker2; 1Department of 
Chemistry/University of Konstanz, 78457 Konstanz, 
Germany; 2Research Center Juelich, 52425 Juelich, 
Germany; 3Institute of Genetics/TU, 01062 Dresden, 
Germany; 4Institute of Materials Sciences/TU, 01062 
Dresden, Germany 
TPQ 330 Identification of Phosphorylation Sites on Focal 
Adhesion Kinase (FAK) Protein Using Fe (III) IMAC 
Enrichment and Reversed-Phase C18 LC-MS/MS 
Analysis; Erin D. Jeffery; Pablo  Grigera; J. Thomas 
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Parsons; Donald F. Hunt; University of Virginia, 
Charlottesville, VA 
TPQ 331 Identifying the Phosphorylation of the Tuberous 
Sclerosis Complex 2 Tumor Suppressor Gene Product 
Tuberin by LC/ESI-MS/MS in Combination with 
Bioinformatics; Ten-Yang Yen1; Ruth Zeidman2; David 
Stokoe2; Bruce A. Macher1; 1San Francisco State 
University, San Francisco, CA; 2University of California, 
San Francisco, CA 
TPQ 332 Identification and Quantitative Analysis of Site-Specific 
Phosphorylation in Cardiac Troponin; Xiaofeng Yang1; 
Tomoyoshi  Kobayashi2; Huaping Wu1; R. John  Solaro2; 
Richard B.  van Breemen1; 1University of Illinois College 
of Pharmacy, Chicago, IL; 2University of Illinois College 
of Medicine, Chicago, IL 
TPQ 333 An LC-MALDI Method for the Efficient Identification 
of in vivo Phosphorylation Sites on a TOF/TOF Mass 
Spectrometer; Mark C. Hall; Erin N. Warren; J. Michael 
Dial; Christoph H. Borchers; University of North Carolina, 
Chapel Hill, NC 
TPQ 334 Comparison of IMAC, SAX and SCX for Trace 
Enrichment of Phosphopeptides Prior to LC/MS 
Analysis; Jim Baker1; Kerry Nugent1; Houle Wang1; David 
Quilici2; David Schooley2; 1Michrom Bioresources, 
Auburn, CA; 2University of Nevada, Reno, NV 
TPQ 335 Mapping Phosphorylation Sites of Yeast Myosin Using 
Chip-based Nanoelectrospray with Precursor Ion 
Scanning Quadrupole TOF Mass Spectrometry; Sheng 
Zhang1; Aster Legesse-Miller2; Colleen K. Van Pelt1; 
Anthony P. Bretscher2; 1Advion BioSciences, Inc., Ithaca, 
NY; 2Cornell University, Ithaca, NY 
TPQ 336 AP-MALDI Ion Trap Mass Spectrometry Analysis of 
Selective Phosphopeptides Using Different Immobilized 
Metal Affinity Chromatography Materials; Vladimir M. 
Doroshenko1; Nelli I. Taranenko1; Ashok K. Shukla2; 
Mukta M. Shukla2; 1MassTech, Inc., Columbia, MD; 
2Glygen Corp., Columbia, MD 
TPQ 337 Systematic Investigation of Adhesion-Dependent 
Phosphorylation of the EGF Receptor by MALDI 
QTOF Tandem Mass Spectrometry; Elisabetta Boeri 
Erba1; Elena Bergatto2; Sara Cabodi2; Guido Tarone2; 
Paola Defilippi2; Ole N Jensen1; 1Protein Research Group 
Univ. of Southern Denmark, Odense, Denmark; 2Genetics, 
Biology, Biochemistry, Univ. of Torino, Torino, Italy 
TPQ 338 Determination of Milk-Protein Quality Using 
Phosphopeptide Mapping; David J Evason; Alexis J  
Polley; Mark D Mills; Stephen Thompson ; Vic Parr; SAI, 
Manchester, UK 
TPQ 339 Identification of Phosphorylation Sites of 
Phosphopeptides Using a MALDI QIT-TOF Mass 
Spectrometer; Yuzo Yamazaki1; Noriyuki Ojima1; 
Yasuhiro Kuramitsu2; Masanori Fujimoto2; Kazuyuki 
Nakamura2; Koichi Tanaka3; 1Life science Lab.,Shimadzu 
corp., Kyoto, Japan; 2Yamaguchi Univ.  School of 
Medicine, Yamagichi, Japan; 3Koichi Tanaka Mass 
Spectrom. Lab.,Shimadzu corp., Kyoto, Japan 
TPQ 340 Phosphopeptides Isolation and Detection Using Online 
2D SCX-RP LCMSMS; Kheng B. Lim; Daniel B. Kassel; 
Syrrx, Inc., San Diego, CA 
TPQ 341 Phosphorylation Sites on a-Crystallin: Location & 
Implications for Structure; Adam R.C.  McKay1; J. 
Andrew  Aquilina2; Justin L.P Benesch1; Carol V. 
Robinson1; 1University of Cambridge, Cambridge, UK; 
2University of Wollongong, Wollongong, Australia 
TPQ 342 Identification of Novel in vivo Phosphorylation Sites in 
High Mobility Group N1 Protein from the MCF-7 
Human Breast Cancer Cells; Yan Zou; Xinzhao Jiang; 
Yinsheng Wang; Univeristy of California at Riverside, 
Riverside, CA 
TPQ 343 Characterization of Swe1 Protein Kinase 
Phosphorylation by Liquid Chromatography and Mass 
Spectrometry; Li-Rong Yu1; Krisada Sakchaisri2; Satoshi 
Asano2; Thomas P  Conrads1; Mark J Shulewitz3; Chong J 
Park2; Jung-Eun Park2; Young-Wook Cho2; Jeremy 
Thorner3; Kyung S Lee2; Timothy D Veenstra1; 1SAIC-
Frederick, Inc., Frederick, MD; 2National Cancer Institute, 
Bethesda, MD; 3University of California, Berkeley, CA 
TPQ 344 An Efficient Chemical Method for Dephosphorylation 
of Phosphopeptides; Hiroki Kuyama; Chikako Toda; 
Makoto Watanabe; Ei-ichi Matsuo; Koichi Tanaka; Osamu 
Nishimura; Shimadzu Corporation, Kyoto, Japan 
TPQ 345 Post-translational Modification of Maize Dehydrin 
RAB-17 Protein; Xinzhao Jiang; Yinsheng Wang; 
University of California, Riverside, CA 
TPQ 346 Septin 2 Phosphorylation: Theoretical Prediction and 
Mass Spectrometry Evidence for the Existence of a 
Novel Monophosphorylation Site In Vivo; Yi-Min She; 
Yi-Wei Huang; Li Zhang; William Trimble; Hospital for 
Sick Children, Toronto, ON, Canada 
TPQ 347 Identification of Phosphorylation Sites Using 
Automated Chip-Based Nanoelectrospray Coupled to a 
Linear Ion Trap Mass Spectrometer; Thomas N. Corso1; 
Sheng Zhang1; Dirk Chelius2; 1Advion BioSciences, Ithaca, 
NY; 2Thermo Electron Corp, San Jose, CA 
TPQ 348 Phosphorylation of c-Abl Regulatory Domains by Src-
Family Kinases; James M. Hochrein1; Matthew B. 
Wilson2; Fadi A. Abdi3; Melanie Lin3; Thomas E. 
Smithgall2; John R.  Engen1; 1University of New Mexico, 
Albuquerque, NM; 2University of Pittsburgh School of 
Medicine, Pittsburgh, PA; 3Applied Biosystems, 
Framingham, MA 
PROTEIN/PEPTIDE:  QUANTITATION 
TPR 349 Quantitation of Specific Binding using Microscale Solid 
Phase Extraction, Alpha Particle Energy Loss 
Spectrometry and Accelerator Mass Spectrometry; 
Magnus Palmblad; Patrick G. Grant; Graham Bench; John 
S. Vogel; Lawrence Livermore National Laboratory, 
Livermore, CA 
TPR 350 Methylenelysine as a Product of Lysine Modification in 
Brain Proteins: Quantification Method by CID-MS 
Using Q-TOF and Triple Quadrupole Instruments; 
Nadezhda A. Galeva; Anne M.  Maples; Grant Nichols; 
Erik Floor; Todd D. Williams; University of Kansas, 
Lawrence, KS 
TPR 351 Quantitative Proteome Analysis of Telomere-
differential Human Breast Epithelial Cells; Li-Rong 
Yu1; Thomas P Conrads1; King C Chan1; David A Lucas1; 
Haleem J Issaq1; Hidetoshi Tahara2; J Carl Barrett3; 
Timothy D Veenstra1; 1SAIC-Frederick, Inc., Frederick, 
MD; 2Hiroshima University, Hiroshima, Japan; 3National 
Cancer Institute, Bethesda, MD 
TPR 352 Quantitative Proteomic Analysis of the Secretory 
Proteins Form Rat Adipose Cells Using a 2D Liquid 
Chromatography-MS/MS Approach; Xiaoli  Chen1; 
Samuel W. Cushman1; Lewis K. Pannell2; Sonja Hess1; 
1NIDDK, Bethesda, MD; 2Cancer Research Institute, 
Mobile, AL 
TPR 353 Rapid LCMS Quantitation of GLP-1 for Enzyme 
Kinetic Analysis; Robert A Langish1; Aiying Wang1; 
Mark S Kirby1; Petia A Shipkova1; Mark Sanders2; James 
G Robertson; 1Bristol-Myers  Squibb Company, Hopewell, 
NJ; 2Bristol-Myers Squibb Company, Lawrenceville, NJ 
TPR 354 A Novel Algorithm to Track Ions or Peptides Found by 
LC/MS in Multiple Injections of Multiple Complex 
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Biological Samples; Guo-Zhong Li; Marc V. Gorenstein; 
Scott Geromanos; Jeff C. Silva; Craig A. Dorschel; 
Timothy Riley; Waters Corporation, Milford, MA 
TPR 355 Quantitative Proteome Analysis of Human Blood 
Plasma Following Lipopolysaccharide Treatment Using 
Post-digestion 18O labeling and Accurate Mass and 
Time Tags; Wei-Jun Qian1; David G. Camp1; Ronald W. 
Davis 2; Ronald G. Tompkins3; Richard D. Smith1; 1Pacific 
Northwest National Laboratory, Richland, WA; 2Stanford 
University School of Medicine, Palo Alto, CA; 3Harvard 
Medical School, Boston, MA 
TPR 356 “Power” Regression: A Powerful Regression model for 
LC/MS/MS Assays using Analog  Internal Standards; 
Sheela Sitaraman-Das; Barry S Lutzke; Enaksha 
Wickremsinhe; Eli Lilly & Company, Indianapolis, IN 
TPR 357 Towards Global Proteomics by Analysis of Accurate 
Mass Retention Time Pair’s: A Proof-of-Principle of 
the Quantitative Ion Mapping Technology; Scott J. 
Geromanos1; Keith Richardson1; Phillip Young1; Richard 
Denny1; Marc Gorenstein1; Guo-Zhong Li1; Timothy 
Riley1; Jeffrey Silva1; Gregory J. Opiteck2; Ashok R. 
Dongre2; Stanley A. Hefta2; 1Waters Corporation, Milford, 
MA; 2Bristol-Myers Squibb, Pennington, NJ 
TPR 358 MapQuant: A New Software for Mass-Spectrometry 
Data Quantitation; Kyriacos C Leptos1; David Sarracino2; 
George M Church1; 1Harvard Medical School, Boston, 
MA; 2Harvard Partners Center for Genetics and 
Genomics, Cambridge, MA 
TPR 359 Quantitative Determination of Histone H4 Post 
Translational Modification Via Stable Isotopic Labeling 
Amino Acid Cell Culture (SILAC); Liwen Zhang; 
Xiaodan Su; Melanie E. Davis; David M. Lucas; John C. 
Byrd; Michael A. Freitas; The Ohio State University, 
Columbus, OH 
TPR 360 MALDI-TOF MS Quantification of Proteins from 
Tryptic Peptide-to-Internal Standard Peptide Ion 
Current Ratios; Steve M. Helmke1; Sadayappan 
Sakthivel2; Jeffrey Robbins2; Mark W. Duncan1; 
1University of Colorado Health Sciences Center, Denver, 
CO; 2Cincinnati Children's Hospital Medical Center, 
Cincinnati, OH 
TPR 361 Protein Quantification Based on Precursor Ion 
Intensities in LC-MS/MS; Gavain  Sweetman; Markus 
Schirle; Marcus Bantscheff; Jens Rick; Bernhard Kuster; 
Cellzome AG, Heidelberg, Germany 
TPR 362 Absolute Quantification of Target Proteins Using 
Visible Isotope-Coded Affinity Tags; Yu Lu1; Patricia 
Bottari1; Frank Turecek1; Ruedi Aebersold2; Michael 
Gelb1; 1University of Washington, Seattle, WA; 2Institute 
for Systems Biology, Seattle, WA 
TPR 363 Application of ‘Double Notch’ Isolation for Protein 
Turnover Dynamics Studies Using FTMS; Stephen C.C. 
Wong1; Isabel Riba-Garcia1; Mary K. Doherty2; Robert J 
Beynon2; Simon J. Gaskell1; 1Michael Barber Centre for 
Mass Spectrometry, UMIST, Manchester, UK; 2University 
of Liverpool, Liverpool, UK 
TPR 364 Quantitative Global Proteomics Expression Profiling 
Using Accurate Mass Tag Strategy without Isotope 
Labeling: Shewanella oneidensis under Aerobic and 
Suboxic Conditions; Ruihua Fang; Dwayne A Elias; 
Matthew E Monroe; Ronald J Moore; Carrie Goddard; 
Mary S Lipton; Richard D Smith; Pacific Northwest 
National Laboratory, Richland, WA 
TPR 365 Quantitative Analysis of Acurate Mass and Time 
(AMT) Tag Proteomics Data; Ljiljana Pasa-Tolic; 
Christophe Masselon; Nikola Tolic; Bogdan Bogdanov; 
Andrey Vilkov; Yufeng Shen; Gordon A. Anderson; Mary 
S. Lipton; Richard D. Smith; Pacific Northwest National 
Laboratory, Richland, WA 
TPR 366 Quantification of the Aß peptide in Alzheimers Plaques 
by Laser Dissection Microscopy Combined With Mass 
Spectrometry; Pascal Rüfenacht; Andreas Güntert; Bernd 
Bohrmann; Heinz Döbeli; Axel Ducret; F. Hoffmann-La 
Roche Ltd, Basel, Switzerland 
TPR 367 Identification of Human Serum Proteins Co-Depleted 
by Albumin-Depletion Methods Using a New Stable 
Isotope Labeling and Tandem Mass Spectrometry; 
Jonathan S Savidant1; Hui Zhang1; D.J. Pappin23; P.L. 
Ross23; S Purkayastha23; L.R. Zieske23; Charles Haynes4; 
Ruedi Aebersold1; 1ISB, Seattle, WA; 2Applied Biosystems, 
Framingham, MA; 3Applied Biosystems, Foster City, CA; 
4University of British Columbia, Vancouver, BC 
TPR 368 ‘Heavy Methyl’ – a Novel Quantitative Proteomics 
Approach to Detect and Quantitate Protein 
Methylation with SILAC; Shao-En Ong; Gerhard Mittler; 
Matthias Mann; University of Southern Denmark, Odense, 
Denmark 
TPR 369 Large Scale Relative Quantification of Disulfide 
Bondings in Human Lens Proteome; Zee-Yong Park1; 
Judy M. Clark2; John I. Clark2; John R. Yates III3; 
1Kwangju institute of Science and Technology, Gwangju, 
Korea; 2University of Washington, Seattle, WA; 3The 
Scripps Research Institute, San Diego, CA 
TPR 370 Global Quantitative Profiling of Protein Mixtures 
Using Differential Stable Isotopic Esterification 
Labeling and LC MALDI QqTOF MS; Chengjie Ji; 
Liang Li; University of Alberta, Edmonton, Canada 
TPR 371 Studies on the Quantitation of Proteins Using MALDI-
TOF-MS; Nathan G. Dodder; Michael J. Welch; National 
Institute of Standards and Technology, Gaithersburg, MD 
PROTEINS:  RECOMBINANT 
TPS 372 Top-Down Characterization of Ligand-Induced 
Conformational Changes by Chemical Cross-Linking 
and Fourier Transform Mass Spectrometry; William E. 
Haskins1; Petr Novak1; Michael D. Leavell1; Yooli K. 
Light1; Kenneth L. Sale1; Malin M. Young1; Joseph S. 
Schoeniger1; Gary H. Kruppa2; 1Sandia National 
Laboratory, Livermore, CA; 2Bruker Daltonics, Billerica, 
MA 
TPS 373 Improved Sequence Coverage of Recombinant Human 
Asparagine Synthetase by ESI-FTICR MS, MALDI-
TOF MS, and Simple Step-Gradient Separation; Susan 
E.  Abbatiello; Jemy A. Gutierrez; Nigel G. J.  Richards; 
John R.  Eyler; University of Florida, Gainesville, FL 
TPS 374 High Accuracy Mass Measurements of Recombinant 
Proteins by ESI-TOF Mass Spectrometry; Donghui Yi1; 
Paul Jedrzejewski2; Irene Lee1; John Chakel1; John 
Fjeldsted1; 1Agilent Technologies, Santa Clara, CA; 
2Genencor, Palo Alto, CA 
TPS 375 High Resolution FTMS of Recombinant Proteins by 
Whole-Cell MALDI; Charles L. Wilkins; Jackson O. Lay, 
Jr.; Richard Fleming; Michael  Stump; Jeff Jones; Rohana 
Liyanage; University of Arkansas, Fayetteville, AR 
TPS 376 Improved Protein Identification through the Use of 
Unstained Gels; David R. Loiselle1; Nedyalka N. 
Dicheva1; Frank Wang2; Christoph H. Borchers1; 1UNC-
Chapel Hill, Chapel Hill, NC; 2BioMachines, Inc., 
Morrisville, NC 
TPS 377 Size-Exclusion Chromatography Online-Coupled to 
Electrospray Mass Spectrometry for the Analysis of the 
Light and Heavy Chains of Recombinant IgG1 
Molecules; Alexandru C. Lazar; Marek A. Kloczewiak; 
Istvan Mazsaroff; EMD Pharmaceuticals, Lexington, MA 
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TPS 378 Mass Spectrometric Analysis of Estrogen Receptors in 
Largemouth Bass (Micropterus salmoides); Maria 
Cristina A. Dancel; Nancy  Denslow; John R. Eyler; David 
H. Powell; University of Florida, Gainesville, FL 
TPS 379 Characterization of Monoclonal Antibodies using 
Organic Size Exclusion Chromatography LC/MS; 
James A. Carroll; Michael R. Schlittler; Robert L. Dufield; 
Amy H. Que; Pfizer Global Research and Development, St. 
Louis, MO 
TPS 380 Characterization of Monoclonal Antibodies by LC/MS 
and LC/MS/MS; Liqiang Lisa Zhou; Georgeen S. Gaza-
Bulseco; Rong-Rong Zhu; Hongcheng Liu; Tsoyue Joanne 
Sun; Abbott Bioresearch Center, Worcester, MA 
TPS 381 Determination of the N- and C-Termini of Undigested 
Proteins by Mass Spectrometric Methods (reISD and 
T3-Sequencing); Sonja M. Bailey1; Andreas Wattenberg1; 
Verena Gruss1; Petra Weingarten1; Anja Resemann2; 
Detlev Suckau2; Helmut E. Meyer1; Martin Blueggel1; 
1Protagen AG, Dortmund, Germany; 2Bruker Daltonik 
GmbH, Bremen, Germany 
TPS 382 Characterization of Chromatographically Separated 
Fractions of a Recombinant Monoclonal Antibody by 
ESI/LC/MS; Galahad U DePeralta; Eng Marian; Shyong 
Bao-Jen; Ling Victor; Genentech, South San Francisco, 
CA 
TPS 383 Identification of ATP-Dependent Glucokinase Involved 
Into Glycolytic Pathway in Thermoanaerobacter 
Tengcongensis Using Proteomic Strategy; Jingqiang 
Wang1; Caifeng Zhao1; Liang Lin1; Jinxiu Liu1; Hao 
Wang1; Yan Ren1; Yanhe Ma3; Ningzhi Xu1; Rong Wang1; 
Siqi Liu1; 1Beijing Genomics Institute, CAS, Beijing, 
China; 2Beijing Proteomics Institute, Beijing, China; 
3Institute of Microbiology, CAS, Beijing, China 
TPS 384 Ligand Binding to I-FABP and D34A Mutant Revealed 
by H/D Exchange, Online Pepsin Digestion, and 
LC/MS; Mei M. Zhu1; Don L. Rempel2; Ilan Vidavsky2; 
Michael L. Gross2; 1Millennium Pharmaceuticals, Inc., 
Cambridge, MA; 2Washington University, St. Louis, MO 
TPS 385 Analysis of Recombinant Over-Expressed Proteins of 
Staphylococcus Nuclease Mutants Directly from E. coli 
Whole Cells by MALDI TOF-MS and FTMS; Michael J. 
Stump; Jackson O.  Lay, Jr; Charles L.  Wilkins; University 
of Arkansas, Fayetteville, AR 
PROTEOMICS:  AFFINITY LABELING 
TPT 386 A Novel Fragment Ion Tag Approach to the 
Measurement of Tyrosine Kinase Signaling Pathways; 
John D Haley1; Filippo Petti1; April Theleman1; D.J. 
Pappin3; S. Purkayastha3; Lynn Zieske2; 1OSI 
Pharmaceuticals Inc, Farmingdale, NY; 2Applied 
Biosystems, Foster City, CA; 3Applied Biosystems 2, 
Framingham, MA 
TPT 387 Relative Quantification of Highly Complex Proteomes 
Using Liquid Chromatography and Nano-Spray 
Tandem Mass Spectrometry; Guanghui Wang; Wells 
Wu; Rong-Fong Shen; National Heart, Lung, and Blood 
Institute, NIH, Bethesda, MD 
TPT 388 Quantitative Proteomic Analysis of Nuclear Proteins 
during Apoptosis using Stable Isotope Labeling; Sun-Il 
Hwang; David K.  Han; University of Connecticut School 
of Medicine, Farmington, CT 
TPT 389 An elegant, Gel-Free Strategy for Quantitative Protein 
Profiling Using Isotope Labeled PST Tags (qPST); 
Jürgen Schäfer; Christian Baumann; Christian Hamon; 
Josef Schwarz; Proteome Sciences R&D, Frankfurt, 
Germany 
TPT 390 Label-free Quantitative Protein Analysis by LC-
MALDI-TOF/TOF; Stephanie Hahner; Barbara Erhard; 
Detlev Suckau; Bruker Daltonik, Bremen, Germany 
TPT 391 Affinity Selection of Glycopeptides in Canine Immune-
Mediated Arthritis; Christa L. Feasley; Steven Hooser; 
Fred E. Regnier; Purdue University, Lafayette, IN 
TPT 392 Relative and Absolute Quantitation in Yeast 
Proteomics using Multiplexed Isobaric Peptide Tags; 
Philip Ross; Yulin Huang; Jason Marchese; Nikita 
Khainovski; Brian Williamson; Steve Hattan; Peter Juhasz; 
Scott Daniels; Sasi Pillai; Subhashish Purkayastha; Steve 
Martin; Darryl Pappin; Applied Biosystems, Framingham, 
MA 
TPT 393  
TPT 394 De Novo Sequencing of Protease Inhibitors from 
Libraries Following  Affinity Selection Mass 
Spectrometry; P.T. Jedrzejewski; G. Vogtentanz; B. 
Fryksdale; J. Kellis; D.  Estell; T. Day; Genencor 
International, Inc., Palo Alto, CA 
TPT 395 Quantitative Proteomic Analysis of Inorganic 
Phosphate-induced MC3T3-E1 Osteoblast Cells; David 
A Lucas1; Kelly A Conrads2; King C Chan1; Li-Rong Yu1; 
Denise  Hise3; Carl F Schaefer3; Haleem J Issaq1; Timothy 
D Veenstra1; Geroge  Beck Jr. 2; Thomas P Conrads1; 
1SAIC-Frederick, Inc., Frederick, MD; 2National Cancer 
Institute at Frederick, Frederick, MD; 3National Cancer 
Institute, Bethesda, MD 
TPT 396 Use of a Novel Cleavable Isotope-Labeled Biotin 
Reagent for the Determination of Relative Protein 
Expression Levels; Carlos G. Gartner; Steven P. Gygi; 
Harvard Medical School, Boston, MA 
TPT 397 Can Isotope Ratio Be Reliably Measured From Peptide 
Isotope Distributions For Stable-Isotope Coding In 
Proteomics ; Julian P. Whitelegge1; Jonathan E. Katz2; 
Katianna Pihakari2; David Agus2; Rebecca Hale1; Puneet 
Souda1; Alek Dooley1; Rodrigo Aguilera3; Stephen M 
Gomez4; Dmitrii Vavilin5; Willem Vermaas5; Kym Faull1; 
1The Pasarow Mass Spectrometry Laboratory, UCLA, Los 
Angeles, CA; 2Cedars-Sinai Medical Center, Los Angeles, 
CA; 3University of Southern California, Los Angeles, CA; 
4Lovelace Respiratory Research Institute, Albuquerque, 
NM; 5Arizona State University, Tempe, AZ 
TPT 398 High Throughput Quantitative Proteome Analysis 
Using Trypsin Catalyzed 18O Labeling, Thiol-Specific 
Enrichment, and Accurate Mass and Time Tags; Tao 
Liu; Wei-jun Qian; David G. Camp, II; Richard D. Smith; 
Pacific Northwest National Laboratory, Richland, WA 
TPT 399 Differential Proteomics Based on LC MS(n) Data 
Without Labeling; Markus Lubeck1; Ulrike Schweiger 
Hufnagel1; Catherine Stacey2; Carsten Baessmann1; 
1Bruker Daltonik GmbH, Bremen, Germany; 2Bruker 
Daltonics Inc., Billerica, MA 
PROTEOMICS:  BIOCHEMISTRY 
TPU 400 A Mass Spectrometry-Based Proteomics Approach for 
Mitochondrial Thiol Proteins; Gretchen L. Clark-
Scannell; Jan F. Stevens; Claudia S. Maier; Oregon State 
University, Corvallis, OR 
TPU 401 Identification of G13 Binding Partners: a Functional 
Proteomics Approach; Eugene Ciccimaro; Tomoyuki  
Oe; David R. Manning; Ian A. Blair; University of 
Pennsylvania, Philadelphia, PA 
TPU 402 MuDPIT Analysis of Transport Vesicles from 3T3-L1 
Adipocytes; Mark C Larance1; Valerie Wasinger2; David E 
James1; Michael Guilhaus2; 1Garvan Institute of Medical 
Research, Sydney, Australia; 2University of New South 
Wales, Sydney, Australia 
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TPU 403 Proliferation Related Protein – Protein Signaling 
Interactions in Human Breast Cancer Cells; Douglas A. 
Whitten; Yan Du; Rami I. Saba; Curtis G. Wilkerson; Brett 
S. Phinney; Michigan State University, East Lansing, MI 
TPU 404 Definition of the Vacuolar Luminal Proteomes of Yeast 
and Arabidopsis; Sixue Chen3; Richard Collum1; Jean-
Emmanuel Sarry1; Yan-Hua Su1; Shun Liang1; Mingsheng 
Peng1; Chao-Xing Yuan1; Daniel Klionsky2; Philip Rea1; 
1University of Pennsylvania, Philadelphia, PA; 2University 
of Michigan, Ann Arbor, MI; 3Donald Danforth Plant 
Science Center, St. Louis, MO 
TPU 405 Proteomic Analysis of Rete Testis Fluid from Sprague-
Dawley Rats; Carthene R. Bazemore-Walker; Sallie  
Crenshaw; Barry T. Hinton; University of Virginia, 
Charlottesville, VA 
TPU 406 The Identification of Transport Factors Involved in 
Trafficking of Heat Shock Proteins Across the Nuclear 
Membrane; Mohamed Kodiha1; Ursula Stochaj1; Angel 
Chu1; Omar Lazrak1; Robert Masse2; Alexandre 
Zougman3; Bernard F. Gibbs2; 1McGill University, 
Montreal, Canada; 2MDS Pharma Services, Montreal, 
Canada; 3MDS Proteomics, Toronto, Canada 
TPU 407 Proteomics of Non-Steroidal Anti-Inflammatory Drug 
and Alzheimer’s Disease; Helena Costa; Gerogia Dolios; 
Rong Wang; Mount Sinai School of Medicine, New York, 
NY 
TPU 408 Proteomic Analysis in the Function of Ku86-DNA-
dependent Protein Kinase in Mice Embryonic Liver; 
Yanan  Yang; Ramune Reliene; Robert H.  Schiestl; Joseph 
A. Loo; UCLA, Los Angeles, California 
TPU 409 Solid Phase Extraction – A New Method to 
Prefractionate Human Cerebrospinal Fluid Prior to 
Proteomics Analysis; Xianglin Yuan; Dominic M. 
Desiderio; University of Tennessee Health Science Center, 
Memphis, TN 
TPU 410 Proteomic Analysis of Rat Liver Following Protein 
Phosphatase Inhibition by Microcystin-LR; Doris E 
Terry; Christina  Wilson; Stephen  Hooser; Purdue 
University, West Lafayette, IN 
TPU 411 Structure Analysis of Oxidativley Modified DJ-1, 
Responsible for Familial Parkison’s Disease Using LTQ 
Linear Ion Trap MS; Tomoya Kinumi1; Junko Kimata2; 
Masayuki Kubota2; Etsuo Niki1; 1Natl Inst of Advanced 
Industrial Sci & Tech, Osaka, Japan; 2ThermoElectron 
KK, Yokohama, Japan 
TPU 412 Delineating the Signaling Pathway of Histatin H5 in 
Yeast; Greg J A Vilk; Gilles Lajoie; University of Western 
Ontario, London, ON, Canada 
TPU 413 Analysis of Differential Protein Expression during 
Angiogenesis in Different Rat Strains using Isotopic 
Labeling and Multi-dimensional LC-MS; Wayne A. 
Hicks1,2,3,4; Brian Gau1,2,3,4; Andy S. Greene1,2,3,4; Michael 
Olivier1,2,3,4; 1Medical College of Wisconsin, Milwaukee, 
WI; 2Medical College of Wisconsin, Milwaukee, WI; 
3Medical College of Wisconsin, Milwaukee, WI; 4Medical 
College of Wisconsin, Milwaukee, WI 
PROTEOMICS:  CANCER MARKERS 
TPV 414 Quantitative Cancer Proteomics: Stable Isotope 
Labeling With Amino Acids in Cell Culture (SILAC) as 
a Tool for Prostate Cancer Research; Patrick A. 
Everley1; Jeroen Krijgsveld1; Bruce R. Zetter2; Steven P. 
Gygi1; 1Harvard Medical School, Boston, MA; 2Children's 
Hospital, Boston, MA 
TPV 415 NCCLS Consensus Guideline Committee: Mass 
Spectrometry in the Clinical Laboratory: An Overview; 
Donald H Chace Pediatrix Screening, Bridgeville, PA 
TPV 416 Identification of Differentially Expressed Serum 
Proteins from Cancer Patients; Stephanie Lamer; Volker 
Seibert; Jörn Meuer; Kerstin Schmidt; Heike Weiner; 
Andrea Zoehner; Gabriela Lischetti; Thomas Buschmann; 
Europroteome AG, Hennigsdorf/Berlin, Germany 
TPV 417 Protein Expression Profiling with Matrix Assisted 
Laser Desorption Ionization Mass Spectrometry in 
Human Lung Cancer Cells; Kiyoshi Yanagisawa; Shuta 
Tomida; Takashi Takahashi; Aichi Cancer Center 
Research Institute, Nagoya, Japan 
TPV 418 DSEC for Enrichment of Low Abundance Proteins (5-
50Kd) in Serum For Cancer Biomarker Discovery by 
MDLC/MS/MS; Eric Kemp1; Gloria Atwood1; Lori Ann 
Upton1; Heidi Zhang; 1Michrom Bioresources, Auburn, 
CA; 2Fred Hutchinson Cancer Research Center, Seattle, 
WA 
TPV 419 Wavelet Transformation applied to the Analysis of 
Clinical Proteomics Mass Spectra; Mario Diaz1; Kristian 
Bredies1; Jens Decker2; Frank-Michael Schleif2; Ute 
Clauss2; Michael Kuhn2; Peter Maass1; Herbert Thiele2; 
Frank H. Laukien3; 1University of Bremen, Bremen, 
Germany; 2Bruker Daltonik GmbH, Leipzig/Bremen, 
Germany; 3Bruker Daltonics Inc., Billerica, MA 
TPV 420 Magnetic Bead Based Human Plasma Profiling to 
Discriminate Acute Lymphatic Leukaemia from Non-
Disease Samples; Thomas Elssner1; Kristina  Fahr1; Isabell 
Thomas1; Susann Richter1; Elke Schaeffeler2; Ulrich M 
Zanger2; Matthias Schwab2; Martin Stanulla3; Martin 
Schrappe3; Markus Kostrzewa1; 1Bruker Daltonik GmbH, 
Leipzig, Germany; 2Institut für Klinische Pharmakologie, 
Stuttgart, Germany; 3Kinderklinik der Medizinischen 
Hochschule, Hannover, Germany 
TPV 421 A Targeted Proteomics Approach for the Identification 
of Differentially Expressed Plasma Membrane Proteins 
from Lung Cancer Tissues; Geneviève Mercier; Lyne 
Boucher; Heather Butler; Alain Carrier; Dan Chelsky; 
Nathan Currier; Pascal Fex; Anik Forest; Les 
Kondejewski; Joël Lanoix; Sylvie Plante; Pierre Thibault; 
Caprion Pharmaceuticals, Montréal, QC Canada 
TPV 422 Studies of Alkylation and Arylation Reaction 
Conjugates of Sulfydryl (SH) in Cys-containing 
Peptides of Human Estrogen Receptor (ERa); Christian 
Atsriku1; Christopher Benz1; Mike Baldwin2; 1Buck 
Institute for Age Research, Novato, CA; 2University of 
California, San Francisco, CA 
TPV 423 Comparison of Protein Expressional Differences for 
Different Ovarian Cancer Cell Types using a Mass 
Mapping Technique; Hyeyeung  Kim1; Haixing  Wang1; 
Rong  Wu2; Kathleen R. Cho2; David M. Lubman1; 
11Department of Chemistry, University of Michigan, Ann 
arbor, MI; 2Department of Pathology,  University of 
Michigan, Ann arbor, MI 
TPV 424 Proteomic Profiling and Identification of Peptides 
Related to Ovarian Cancer Using Magnetic Bead Based 
Sample Fractionation Method and MALDI-TOF/TOF 
MS; Sergei Dikler1; Sau-Mei Leung1; Samuel C. Mok2; 
1Bruker Daltonics, Inc., Billerica, MA; 2Harvard Medical 
School, Boston, MA 
TPV 425 Nanoelectrospray Ionisation Tandem Mass 
Spectrometric Identification of Cytochrome P450s in 
Human Liver and Colorectal Metastases; Sonia Nisar; 
Catherine. S Lane; William. J Griffiths; Andy. F 
Wilderspin; Laurence. H Patterson; Chemistry, London, 
UK 
TPV 426 Proteomics Approach to Detect Unique Cancer-Specific 
Proteins in an Adenocarcinoma Cell Line; Toyofumi 
Nakanishi; Kazuhito Ueda; Toru Takeuchi; Hitoshi Murao; 
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Isao Goto; Akira Shimizu; Dr Mukai; Osaka Medical 
College, Takatsuki, Japan 
TPV 427 Application of Multidimensional Protein Identification 
(MudPIT) on Human Plasms Proteome of Breast 
Cancer Patients; Qinhua Ru1; Luwang Zhu1; Richard 
Somiari1; Stelle Somiari1; Henry Brzeski1; Michael 
Liebman1; Craig Shriver2; 1Windber Research Institute, 
Windber, PA, USA; 2Water Reed Army Medical Center, 
Washington D.C., USA 
TPV 428 Direct Identification of Methionine Aminopeptidase-2 
Substrates Using Top-Down Proteomics; Andrew J. 
Forbes1; Scott Warder2; Lora Tucker-Garcia2; Jieyi Wang2; 
Randy Bell2; John Rogers2; Neil L. Kelleher1; 1Univerisity 
of Illinois at Urbana-Champaign, Urbana, IL; 2Abbott 
Laboratories-Global Pharmaceutical Research, Abbott 
Park, IL 
TPV 429 Predicting Response  to Taxol /Radiation Treatment in 
Breast Cancer Patients by Profiling MS; Annette R. 
Erskine; Bernadette McLaren; Melinda Sanders; Kim 
Johnson; Pierre Chaurand; Bapsi Chakravarthy; Dean 
Billheimer; Jennifer Pietenpol; Richard M. Caprioli; 
Vanderbilt University, Nashville, TN 
PROTEOMICS:  FUNDAMENTAL 2-D ELECTROPHORESIS 
TPW 430 Proteomics Studies of Cadmium Teratogenesis in 
Murine Strains; Pinmanee Boontheung; Haiyan Chen; 
Joseph A. Loo; Michael D. Collins; University of 
California, Los Angeles, CA 
TPW 431 Two-dimensional Liquid Chromatography-Capillary 
Electrophoresis Sheathless Electrospray Ionization 
Mass Spectrometry: Evaluation for Peptide Analysis 
and Protein Identification; George M Janini; King C 
Chan; Thomas P Conrads; Haleem J Issaq; Timothy D 
Veenstra; SAIC-Frederick, Inc., Frederick, MD 
TPW 432 Identification of Pancreatic Zymogen Granule 
Membrane Proteins Using 2DE and MALDI TOF/TOF 
Mass Spectrometry; Xuequn Chen; Angela Walker; Sarah 
Tomanicek-Volk; John Strahler; John Williams; Philip 
Andrews; The University of Michigan, Ann Arbor, MI 
TPW 433 Identification of Biomarkers of Lipopolysaccharide-
Induced Pre-Term Delivery by Proteome Analysis of 
Human Amnion; Soo-Jin Park1; Hyun Sook Jung2; Chong 
Jai Kim2; Hie-Joon Kim1; 1Seoul National University, 
Seoul, South Korea; 2Seoul National University College of 
Medicine, Seoul, South Korea 
TPW 434 A  Mass Spectrometry Based Method to Characterize 
and Determine Alterations in a Breast Cancer 
Mitochondrial Proteome; Rachael F Strong; Catherine 
Fenselau; University of Maryland, College Park, MD 
TPW 435 Mapping the Salivary Proteome and Post-Translational 
Modifications using gel electrophoresis and Mass 
Spectrometry; Prasanna Ramachandran; Joseph A Loo; 
University of California, Los Angeles, CA 
TPW 436 MALDI-TOF/TOF and ESI-Q/TOF MS Peptide 
Analysis for Cross-species Protein Identification; Erwin 
J Witters; Kris Laukens; Peter Deckers; Walter Van 
Dongen; Eddy Esmans; Harry Van Onckelen; University of 
Antwerp, Antwerp, Belgium 
TPW 437 Two-Dimensional Gel Electrophoresis and Tandem 
Mass Spectrometry for Differentiation of Virulent and 
Avirulent Listeria monocytogenes; Leslie A. Shack; Mark 
L. Lawrence; Bindu Nanduri; Shane C. Burgess; 
Mississippi State University, Mississippi State, MS 
TPW 438 Automated Analysis of Zn-Imidazole Stained 2D Gels 
by MALDI MS and MS/MS; Andreas Wattenberg1; Sonja 
Bailey1; Petra Lutter1; Ralf Reinhardt1; Gerhard Körting1; 
Peter Hufnagel2; Claus Köster2; Detlev Suckau2; Helmut E 
Meyer1; Martin Blüggel1; 1Protagen AG, Dortmund, 
Germany; 2Bruker Daltonik GmbH, Bremen, Germany 
TPW 439 The Human Parotid Gland Salivary Proteome and 
Peptidome: Identification and Characterization Using 
2D SDS-PAGE, Ultrafiltration, HPLC and Mass 
Spectrometry; Markus Hardt; Lindsay R Thomas; Scott E 
Dixon; Steven C Hall; H. Ewa Witkowska; Susan J Fisher; 
University of California, San Francisco, CA 
TPW 440 Microfluidics-Based High Throughput and 
Comprehensive 2-D PAGE Coupled with Mass 
Spectrometry Detection; Yan  Li1; Jesse S.  Buch2; 
Frederick Rosenberger2; Yingxin Wang1; Don L. DeVoe1; 
Cheng S.  Lee1; 1University of Maryland, College Park, 
MD; 2Calibrant Biosystems, Rockville, MD 
TPW 441 Mass Spectrometry Based Evaluation of Ribosomal 
Isolation; Faith Hays; Catherine  Fenselau; University of 
Maryland, College Park, MD 
PROTEOMICS:  ISOTOPE LABELING 
TPX 442 Analysis of Differential Subproteome Expression in 
Escherichia Coli by 15N/14N-Labeling, MALDI Mass 
Spectrometry, and Bioinformatics; Gudrun Franke1; Kai 
Reidegeld1; Martin Siemann2; Matthias Reuss2; Helmut E. 
Meyer1; Bettina Warscheid1; 1Medical Proteom-Center, 
Ruhr-University of Bochum, Bochum, Germany; 
2University of Stuttgart, Stuttgart, Germany 
TPX 443 Shotgun Proteomic Analysis of Membrane Proteins 
from Methanococcus Maripulidis Using Accurate Mass 
Measurement and 15N-Metabolic Labeling; Bryan A. 
Parks; Iris Porat; Woonduck Kim; William B.  Whitman; I. 
Jonathan Amster; University of Georgia, Athens, GA 
TPX 444 Comparing Global Quantitation Approaches Used with 
Microbial Proteomes; Qiangwei Xia; Yi Zhang; Tiansong 
"Tony" Wang; Fred Taub; Murray Hackett; University of 
Washington, Seattle, WA 
TPX 445 Targeted Quantitative Protein Analyses Using Multiple 
Reaction Monitoring; Mary Moyer; Kevin Blackburn; 
Wanda Bodnar; Roderick Davis; Jo Krise; Daniela 
Schlatzer; Arthur Moseley; GlaxoSmithKline, Research 
Triangle Park, NC 
TPX 446 Comparative Glycoproteomics Based on Lectin 
Selection; Ruiqing Qiu1,2; Fred E. Regnier1,2; 1Purdue 
University, West Lafayette, IN; 2Purdue University, West 
Lafayette, IN 
TPX 447 Evaluation of 18-O labeling for Quantitative 
Proteomics Using Electrospray Ionization With 
Different Mass Analyzers; Marjan Gucek; Junichi 
Masuda; Jeffrey A. Kowalak; Sanford P. Markey; National 
Institute of Mental Health, NIH, Bethesda, MD 
TPX 448 Metabolic Labeling of Arabidopsis thaliana Proteins 
Using 13C carbon dioxide and 15N nitrate; Adrian D. 
Hegeman1; Clark J. Nelson1; Guillermo M. Tellez3; Amy 
C. Harms1; Weijia Zhou3; Thomas D. Sharkey2; Michael R. 
Sussman1; 1Biotechnology Center, Madison, WI; 
2Department of Botany, Madison, WI; 3Wisconsin Center 
for Space Automation and Robotics, Madison, WI 
TPX 449 Systematic Profiling of Peptide-Protein Interactions of 
Phosphotyrosine Motifs Using the LTQ-FT-ICR Mass 
Spectrometer; Waltraud Schulze; Jesper Olsen; Lei  Deng; 
Matthias  Mann; University of Southern Denmark, Odense, 
Denmark 
TPX 450 Application of 2D-HPLC-MS-MS in Conjunction with 
Metabolic Labeling to Measure Variation in Protein 
Expression; Shuojia Bai; Xingwen Li; Jason J Evans; 
University of Massachusetts Boston, Boston, MA 
TPX 451 Shotgun Proteomic Studies of Secreted Proteins from 
Ralstonia Solanacearum; Jeremy J. Wolff; Timothy 
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Denny; Mark Schell; I. Jonathan Amster; University of 
Georgia, Athens, GA 
PROTEOMICS:  METHODS 
TPY 452 Characterization of Complex Protein Gel Bands by 
Offline LC MALDI-QIT-TOF-MS; Rachel L Martin1; 
Emmanuel Raptakis1; Willy Bienvenut2; 1Shimadzu 
Biotech, Manchester, UK; 2IDE-ALP Pharma, Lyon, 
France 
TPY 453 Capillary LC/MALDI/TOFTOF MS Analysis of 
Complex Biological Samples; William R. Alley; Tony J. 
Tegeler; Yehia S. Mechref; Milos V. Novotny; Indiana 
University, Bloomington, IN 
TPY 454 Multi-Enzyme Optimization and Strategy for Analysis 
of Site Specific Modifications; Xianghui Liu; John M 
Neveu; Jon P DeGnore; William S Lane; Harvard 
University, Cambridge, MA 
TPY 455 Mass Spectrometric Characterization of Monascus sp. 
Proteins Utilizing an Integrated Platform; Yi-Ting 
Chen1; Lina Huang2; Sung-Fang Chen1; Li-An Lai2; Jo-Chi 
Wang2; Huan-Yu Lin2; Wen-Shen Chu2; 1Industrial 
Technology Research Institute, Hsinchu, Taiwan, R.O.C.; 
2Food Industry Research and Development Institute, 
Hsinchu, Taiwan, R.O.C. 
TPY 456 Development of MALDI Mass Spectrometry Based 
Human Serum Biomarkers Workflows; Igor P. 
Smirnov1; Kenneth C. Parker1; Peter S. Juhasz1; Todd A. 
Taylor1; Nathan Edwards1; Daniel Fasulo1; Armin Graber1; 
Stephen A. Martin2; Javier Ramirez2; Tracey Colpitts2; 
Stephen D. Stroupe2; 1DPSM Research Center, Applied 
Biosystems, Framingham, MA; 2Clinical Proteomics 
Group, Abbott Laboratories, Abbott Park, IL 
TPY 457 LC-MS/MS Analysis of Prostate Cancer Cell Surface 
Proteome; Xiaoning Lu; Fujian Zhang; Li Liu; Kei 
Fukada; Haining Zhu; University of Kentucky, Lexington, 
KY 
TPY 458 Protocols to Assure Reproducible Quantitative and 
Qualitative Analysis of Tryptic Digests of Complex 
Protein Mixtures for Global Proteomic Experiments; 
Craig A. Dorschel; Marc V. Gorenstein; Guo-Zhong Li; 
Jeffrey C. Silva; Scott Geromanos; Timothy Riley; Waters 
Corporation, Milford, MA 
TPY 459 Increased Staphylococcus Aureus Proteome Coverage 
Based Upon High Performance Protein/Peptide 
Separation and Complementary Peptide Ionization 
Techniques; Alexander  Scherl1; Patrice Francois2; 
Jacques M. Deshusses1; Véronique  Converset1; Manuela  
Bento2; Nadia Walter1; Jean-Charles Sanchez1; Catherine 
G. Zimmermann-Ivol1; Garry L. Corthals1; Jacques 
Schrenzel2; Denis H. Hochstrasser1; 1Biomedical 
Proteomics Research Group, Geneva, Switzerland; 
2Genomic Research Laboratory, Geneva, Switzerland 
TPY 460 Proteomic Analysis of Proteins in Human Gallbladder 
Bile; Hu Zhou1; Bin Chen2; Rong-xia Li1; Quan-hu 
Sheng1; Su-jun Li1; Lei Zhang1; Long Li1; Hong-yang 
Wang2; Rong Zeng1; 1Shanghai Institutes for Biological 
Sciences, Shanghai, China; 2Eastern Hepatobiliary 
Surgery Hospital, Shanghai, China 
TPY 461 Peptide and Protein Post-Mortem Stability in the 
Brain; Marcus Svensson1; Karl Skold1; Jesper Hedberg2; 
Per Svenningsson3; Per E. Andren1; 1Uppsala University, 
Uppsala, Sweden; 2Amersham Biosciences, Uppsala, 
Sweden; 3Karolinska Institutet, Stockholm, Sweden 
TPY 462 Investigation of Metalloproteins in Soy bean Proteome 
by Chromatographic and Mass Spectrometric 
Techniques; Sarath B. Jayasinghe; Sandra Mounicou; Tyre 
D. Grant; Patrick A. Limbach; Joseph A. Caruso; 
University of Cincinnati, Cincinnati, OH 
TPY 463 Automated Optimization of Intact Protein LC/MS 
Analyses; Peter Alden2; Steven A. Cohen1; Scott J. 
Berger1; 1Waters Life Sciences R&D, Milford, MA; 2Waters 
Pharmacutical R&D, Milford, MA 
TPY 464 Using a MALDI TOF/TOF(TM) Analyzer for Protein 
Biomarker Pattern Discovery and Identification using 
Parallel Fractionation Directly to the MALDI Plate; 
Cheryl Murphy; Andrew Tomlinson; Applied Biosystems, 
Framingham, MA 
TPY 465 Oxazolone-Based C-Terminal Derivatization of 
Peptides to Enhance Matrix-Assisted Laser 
Desorption/Ionization Mass Spectra; Takashi 
Nakazawa1; Minoru Yamaguchi2; Kimiko Nishida1; Mayu 
Ishida1; Hiroki Kuyama2; Takashi Obama2; Eiji Ando2; 
Taka-aki Okamura3; Norikazu Ueyama3; Koichi Tanaka2; 
Shigemi Norioka3; 1Nara Women's University, Nara, 
Japan; 2Shimadzu Corporation, Kyoto, Japan; 3Osaka 
University, Osaka, Japan 
TPY 466 Human Serum Proteome Analysis by Multiple 
Separation Techniques of Protein, Peptide, and MS 
Analysis; Jin Young Kim1; Cho Kun1; Kyoung-Hoon 
Kwon1; Joeng Hwa Lee1; Gun Wook Park1; Zee Yong 
Park2; Young-Ki Paik3; Jong Shin Yoo1; 1Korea Basic 
Science Institute, Daejeon, Korea; 2Kwangju Institute of 
Science and Technology, Kwangju, Korea; 3Yonsei 
University, Seoul, Korea 
TPY 467 Proteomics of Golgi membranes from Cotton and Pea 
Plants; Jason A. Kuchar; Curtis G. Wilkerson; Brett S. 
Phinney; Michigan State University, East Lansing, MI 
TPY 468 Development of a Novel Antibody-based Resin for the 
Depletion of Human Albumin and IgG; Mark 
Schuchard; Jon Stephan; Rafael Valdes-Camin; Justin 
Wildsmith; Steven Cockrill; Tom Hassell; William K. 
Kappel; Richard J. Mehigh; Graham B.I. Scott; Sigma-
Aldrich Biotechnology, St Louis, MO 
TPY 469 Fast Comprehensive Muti-Dimensional Proteome 
Analysis using 2D-microLC/nanoESI-MS/MS for 
Highly Complexed Mixture; Kiyonaga Fujii1; Tomoyo 
Nakano2; Fumihiko Usui2; Yasuhiko Bando2; Toshihide 
Nishimura1; 1Tokyo Medical University, Tokyo, Japan; 
2AMR Inc., Tokyo, Japan 
TPY 470 Proteomic Analysis of B. Anthracis; Srinivas Iyer; 
Anthony  Francis; Jingao  Dong; Jian Song; Christy 
Ruggiero; Los Alamos National Laboratory, Los Alamos, 
NM 
TPY 471 A New Approach in SPR-MS: Integrating Biomolecular 
Interaction Analysis and Identification of Interaction 
Partners by Using Reversed-phase Beads; Jos Buijs1; 
Andrei Zhukov1; Martin Schuerenberg2; Arndt Asperger; 
1Biacore AB, Uppsala, Sweden; 2Bruker Daltonics, 
Bremen, Germany 
TPY 472 Monitoring of Membrane Action: Processing of POMC 
Peptides by Dermal Microvascular Endothelial Cells; 
Simone Koenig1; Michaela Fastrich2; Thomas A. Luger2; 
Thomas E. Scholzen2; 1Integrated Functional Genomics, 
Muenster, Germany; 2Ludwig-Boltzmann Institute, 
Muenster, Germany 
TPY 473 Compare Protein Expression Profiles from Virulent 
and Avirulent Listeria Monocytogenes Using HPLC, 2D 
PAGE and LC/MS/MS; B. Guo1; W.E. Homes2; S.C. 
Burgess1; L.A. Shack1; M.M. Banes1; M.L. Lawrence1; 
1College od Veterinary Medicine, MSU, MS; 2Mississippi 
State Chemical Labatory, MSU, MS 
TPY 474 Separation of Shewanella oneidensis Intact Proteins for 
FTICR-MS Analysis; Heather M. Mottaz1; Seonghee 
Ahn2; David C. Simpson2; Ljiljana Pasa-Tolic2; Mary S. 
Lipton2; 1WR Wiley Environmental Molecular Sciences 
60S 52nd ASMS Conference on Mass Spectrometry 
Lab, Richland, WA; 2Pacific Northwest National 
Laboratory, Richland, WA 
TPY 475 Comparison of Methods for Rapid Analysis of Serum 
Proteins by Mass Spectrometry; Anita Izrael-Tomasevic; 
Qui Phung; Lilian Phu; David Arnott; Genentech, Inc., 
South San Francisco, CA 
TPY 476 Automated Methods and Technologies for the 
LC/MALDI Interface; J. Bryce Young; Liang Li; 
University of Alberta, Edmonton, AB, Canada 
TPY 477 Identification of Protein-Protein Interactions in Human 
Serum; Ming Zhou; David A Lucas; King C Chan; 
Haleem J Issaq; Timothy D Veenstra; Thomas P Conrads; 
SAIC-Frederick, Inc., Frederick, MD 
TPY 478 Global Analysis and Gene Ontology Directed 
Phosphorylation Bioinformatic Analysis of the Cortical 
Neuron Proteome; Li-Rong Yu1; Thomas P Conrads1; 
Takuma Uo2; Richard S Morrison2; King C Chan1; David 
A Lucas1; Haleem J Issaq1; Timothy D Veenstra1; 1SAIC-
Frederick, Inc., Frederick, MD; 2University of Washington, 
Seattle, WA 
PROTEOMICS:  NEW & IMPROVED 
TPZ 479 High Throughput Protein Quantitative Profiling Using 
2D-LC–Mass Spectrometry Coupled With Amino Acid 
Coded Mass Tagging; Sheng Gu1; Yuchun Du1; Jin 
Chen1; Zhihe Liu2; Chien-an A. Hu2; Xian Chen1; 1Los 
Alamos National Laboratory, Los Alamos, NM; 2The 
University of New Mexico, Albuquerque, NM 
TPZ 480 Identification of S-nitrosylated Cysteines; Beatrix M 
Ueberheide; Jeffrey Shabanowitz; Donald F Hunt; 
University of Virginia, Charlottesville, VA 
TPZ 481 An Approach to Quantitative Proteome Analysis by 
Labeling Tryptophan Residues; Hiroki Kuyama; Makoto 
Watanabe; Chikako Toda; Ei-ichi Matsuo; Eiji Ando; 
Koichi Tanaka; Osamu Nishimura; Shimadzu Corporation, 
Kyoto, Japan 
TPZ 482 Optimization of a Protocol for Labeling Peptides and 
Protein Digests with Tags for Relative and Absolute 
Quantification; Scott Daniels; Darryl Pappin; Wendy 
Stanick; Philip Ross; Yulin Huang; Brian Williamson; 
Babu Purkayastha; Applied Biosystems, Framingham, MA 
TPZ 483 Multigenic Families and Proteomics : Paralog Gene 
Identification; François Delalande1; Christine Carapito1; 
Jean-Paul Brizard2; Andy High1; Christine Schaeffer1; 
Emmanuelle Leize1; Christophe Brugidou2; Alain Van 
Dorsselaer1; 1Laboratoire de Spectrométrie de Masse 
BioOrganique, Strasbourg, France; 2Institut de Recherche 
pour le  Développement, Montpellier, France 
TPZ 484 Highly Efficient Sample Preparation Methods for Body 
Fluid Proteome Analysis With Depletion Of High-
Abundance Proteins; Jonas Anders1; Yvonne Walter2; 
Michaela Kroeger2; Maria Wehsling1; Amar Purohit1; 
Doris Matheis1; Baerbel Grau3; Sven Andrecht1; Robertus 
Hendriks1; 1Merck KGaA, LSP R&D MDA, Darmstadt, 
Germany; 2Merck KGaA, Molecular Toxicology, 
Darmstadt, Germany; 3Merck KGaA, LSP PRO MP, 
Darmstadt, Germany 
TPZ 485 Protein Digestion by Electrochemical Oxidation with 
On-Line Analysis by Liquid Chromatography-Mass 
Spectrometry; Hjalmar P. Permentier; Andries P. Bruins; 
University of Groningen, Groningen, The Netherlands 
TPZ 486 A Proteomic Strategy to Analyze Secreted Factors from 
Cell Culture; Sean C Bendall1; Paula Pittock1; Mick 
Bhatia2; Gilles Lajoie1; 1University of Western Ontario, 
London, Canada; 2Robarts Research Institute, London, 
Canada 
TPZ 487 Application of Peptide Retention Time Prediction for 
Improved Peptide MS/MS and Accurate Mass Tag 
Identification; Konstantinos Petritis1; Lars Kangas1; 
Matthew E. Monroe1; Eric F.  Strittmatter1; Christine A. 
Miller2; Steven M. Fischer2; Richard D. Smith1; 1Pacific 
Northwest National Laboratory, Richland, WA; 2Agilent 
Technologies, Santa Clara, CA 
TPZ 488 Iterative Accumulation Multiplexing TA-CID in a 
Quadrupole Ion Trap; Connell Cunningham Jr.; Kenneth 
L. Ray; Gary L. Glish; The University of North Carolina at 
Chapel Hill, Chapel Hill, NC 
TPZ 489 Rapid Identification of Carbonylated Peptides within 
Unfractionated Digests using MALDI-TOFMS; 
Francois Fenaille1; Veronique Parisod1; Jean-Claude 
Tabet2; Philippe A. Guy1; 1Nestle Research Center, 
Lausanne, Switzerland; 2Lab. Chimie Biol. Organique 
Structurale, Paris, France 
TPZ 490 High Resolution Proteome Analysis with FT-ICR Mass 
Spectrometry: Analytical Development and New 
Applications using Chip-ESI and IR-MALDI; R.M. 
Weber1; N.E. Damoc1; J.Su. Becker1; N. Youhnovski1; N. 
Lion2; J. Rossier3; F. Reymond3; H. Girault2; M. 
Przybylski1; 1Analytical Chemistry, University of Konstanz, 
Konstanz, Germany; 2Laboratoire d’Electrochimie, EPFL-
DC, Lausanne, Switzerland; 3DiagnoSwiss SA, Monthey, 
Switzerland 
TPZ 491 Isotope Ratio Monitoring Mass Spectrometry for 
Differential "-omics" Analyses; Paolo Lecchi1; Travis 
O'Brien2; Ricardo E. Perez2; Alessandra C. Rovescalli3; 
1George Washington University, Washington, DC; 
2Georgetown University, Washington, DC; 3National 
Institutes of Health, Bethesda, MD 
TPZ 492 Quantitative Proteomic Analysis of Immuno-Purified 
Protein Complexes Using a Novel Multiplexed Isotope 
Tagging Chemistry; Hookeun Lee1; Jeffrey A. Ranish1; 
D. J. Pappin2; P. L. Ross2; S. Purkayastha2; L. R. Zieske2; 
Ruedi Aebersold1; 1Institute for Systems Biology, Seattle, 
WA; 2Applied Biosystems, Foster City, CA 
TPZ 493 Rapid Sample Delivery for Off-Line Capillary 
Electrophoresis MALDI-TOF MS; Sergei I. Snovida1; 
Mark E. McComb2; Colin H. Lee1; Hua  Huang2; Catherine 
E. Costello2; Hélène Perreault1; 1University of Manitoba, 
Winnipeg, Canada; 2Boston University School of Medicine, 
Boston, MA 
TPZ 494 Evaluation of an Enzymatically Based Derivatization 
Strategy to Target Tyrosine Containing Peptides Using 
Liquid Chromatography Electrospray Ionization 
Tandem Mass Specrometry; Christopher L. Pennington; 
Troy D. Wood; The University at Buffalo, Buffalo, NY 
TPZ 495 Improved Liquid Chromatography Peptide Elution 
Time Prediction by Using Artificial Neural Networks 
for Improved Proteomics Analyses; Konstantinos 
Petritis1; Lars Kangas1; Eric F. Strittmatter1; Ying Xu2; Bo 
Yan2; David G; Camp II1; Mary Lipton1; Richard D.  
Smith1; 1Pacific Northwest National Laboratory, Richland, 
WA; 2University of Georgia, Athens, GA 
TPZ 496 Mass Spectrometric Analysis of Intact Proteins from 
the Yeast Proteasome Using Capillary LC/FTICR MS; 
Seonghee Ahn1; Robert A. Maxwell1; Philip Caffino2; 
LjiLjana Pasa-Tolic1; Rui Zhao1; Gordon A. Anderson1; 
Richard D. Smith1; 1Pacific Northwest National  
Laboratory, Richland, WA; 2University of California, San 
Francisco, CA 
TPZ 497 Detection of Human Acute Phase Proteins from Patient 
of Acute Myocardial Infarction by Biomolecular 
Affinity Mass Spectrometry; Ya-Rung Lee; Shu-Hun 
Chen; Hsin-Kai Liao; Chih-Yang  Chang; Yu-Ju Chen; 
Institute of Chemistry, Academia Sinica, Taipei, Taiwan, 
R.O.C. 
52nd ASMS Conference on Mass Spectrometry 61S 
TPZ 498 Integration of Nanoscale HPLC-FTICRMS and HPLC-
QIT for Accurate Mass Measurements and High 
Throughput MS/MS to Achieve Enhanced Proteome 
Characterization; Chongle Pan; Nathan VerBerkmoes; 
Robert  Hettich; Oak Ridge National Lab, Oak Ridge, TN 
TPZ 499 A New Isotopically-labeled Cleavable Cross-Linker for 
Studying Complex Protein Assemblies; Evgeniy V. 
Petrotchenko1; Vyacheslav K.  Olkhovik2; Christoph H. 
Borchers1; 1UNC-Chapel Hill, Chapel Hill, NC; 2Institute 
of New Materials Chemistry, Minsk, Belarus 
TPZ 500 Blending Protein Separation and Peptide Analysis 
Through Real-time Proteolytic Digestion; Gordon W. 
Slysz; David C. Schriemer; University of Calgary, 
Calgary, Alberta, Canada 
TPZ 501 An Alternative Method for Top Down Proteomics using 
MALDI-QIT-TOF MS^n; Koichi Tanaka1; Rachel 
Martin2; 1Shimadzu Corporation, Kyoto, Japan; 2Kratos 
Analytical Ltd., Manchester, UK 
TPZ 502 Differential Proteomic Analysis of 
Schizosaccharomyces Pombe Using Metabolic Labeling, 
IEF Prefractionation Combined with Nano-LC ESI MS 
and 2D-LC ESI MS; Michael W. Schmidt; Dieter A. 
Wolf; Alexander Ivanov; Harvard University, Boston, MA 
TPZ 503 New Sequence-Specific Correction Factors for 
Prediction of Peptide Retention in RP-HPLC: 
Application to Protein Identification by Off-Line 
HPLC-MALDI-MS; Oleg V. Krokhin1; Stephen Ying1; 
Robert  Craig2; Victor Spicer1; Werner Ens1; Kenneth G. 
Standing1; Ronald C. Beavis2; John A.  Wilkins2; 
1University of Manitoba, Winnipeg, MB, Canada; 
2Manitoba Centre for Proteomics, Winnipeg, MB, Canada 
TPZ 504 A New Reagent for Peptide Mass Fingerprinting - 
Simultaneous Increase in Peptide Coverage and 
Identification of Arginine-Containing Peptides by 
MALDI-TOF-MS; Susan F Wheeler; Edwin M Southern; 
Vladimir A Korshun; Mikhail S Shchepinov; Tridend 
Technologies, OGT Operations Ltd, Oxford, OX5 1PF, UK 
 
WEDNESDAY POSTERS 
Wednesday posters should be set up 7:30 – 8:00 am on Wednesday and 
removed 7:30 – 8:00 pm on Wednesday.  Authors of odd numbered 
posters (i.e., 001, 003, 005) present 8:45 – 10:15 am on Wednesday.  
Authors of even numbered posters (i.e., 002, 004, 006) present 1:30 – 
3:00 pm on Wednesday 
ATOMIC ELEMENTAL ANALYSIS 
WPA 002 ICP-MS Evaluation of the Specificity of Cd interactions 
with the Estrogen Receptor; Marc J-F Suter; Victor J 
Nesatyy; Adrian A Ammann; Barbara V Rutishauser; Rik 
IL Eggen; EAWAG, Dubendorf, Switzerland 
WPA 003 Metal Ion Detection in Water Samples with 
Electrospray Ionization; Shida Shen; Craig Whitehouse; 
Analytica of Branford, Branford, CT 
WPA 004 Isobar Separation of Cl- from S-at Low Energy for 
Accelerator Mass Spectrometry; Ilia  Tomski1; Jonathan 
Doupe2; Gholamreza Javahery1; Ted Litherland2; 1IONICS 
Mass Spectrometry Group, Concord, ON, Canada; 
2IsoTrace Laboratory, University of Toronto, Toronto, ON, 
Canada 
WPA 005 Perfluorinated Carboxylic Acid as Ion-Pairing Agent 
for Reversed Phase Chromatography: Characterization 
and Determination of Se Species by LC-ICP-MS and 
LC-MS; Sasi S. Kannamkumarath1; Jorgelina C.A.  
Wuilloud2; Rodolfo G. Wuilloud2; Joseph A. Caruso1; 
1University of Cincinnati, OH; 22U.S. Food and Drug 
Administration, Cincinnati, OH 
WPA 006 Characterizing a Frequency-Swept Octopole as a High 
Pass Mass Filter for Elemental FTICR Mass 
Spectrometry; Keith D Zientek; John R Eyler; University 
of Florida, Gainesville, FL 
BIOINFORMATICS 
WPB 007 A Recursive Database Search Strategy to Identify 
Posttranslational Modifications; Wenyao Shi1; Dawn M. 
Maynard2; Sanford P. Markey1; Jeffrey A. Kowalak1; 
1National Institute of Mental Health, Bethesda, MD; 
2National Human Genome Res Inst, Bethesda, MD 
WPB 008 A Comprehensive Database of Peptide Fragmentation 
Mechanisms: A Key Step Towards Confident Protein 
Identification; Robert Mistrik HighChem, Ltd., Bratislava, 
Slovakia 
WPB 009 New Software for Protein Identification by Combining 
De Novo Sequencing and Database Search; Christopher 
Hendrie1; Lei Guo1; Iain Rogers1; Zhiwei Wang1; Ming  
Li2; 1Bioinformatics Solutions Inc, Waterloo, ON, Canada; 
2University of Waterloo, ON, Canada 
WPB 010 Peptide MS/MS Spectral Quality Scoring for Reducing 
False Positive Database Search Results; Karl R. Clauser 
Millennium Pharmaceuticals Inc., Cambridge, MA 
WPB 011 A Method for Evaluating the Effect of SEQUEST 
Parameters and Database Size on Filtering Criteria; 
Jian Wang; Duc Duong; Lijian Liao; Dongmei Cheng; 
Haiyan Wu; Junmin Peng; Emory Univ., Atlanta, GA 
WPB 012 A Comprehensive Comparison on the de novo 
Sequencing Accuracy of PEAKS, Bioanalyst, and 
PLGS; Bin Ma1; Amanda Doherty-Kirby1; Aaron Booy2; 
Bob Olafson2; Gilles Lajoie1; 1University of Western 
Ontario, London, ON, Canada; 2UVic Genome BC 
Proteomics Centre, Victoria, BC, Canada 
WPB 013 P-Mod, a Statistically-based Algorithm for Matching 
Unanticipated Modifications on Peptide Sequences to 
MS-MS Spectra; Beau T. Hansen2; Sean W. Davey2; 
Amy-Joan L. Ham1; Christopher R. Orton2; Olivier 
Boutaud1; John A.  Oates1; Daniel C. Liebler1; 1Vanderbilt 
University, Nashville, TN; 2University of Arizona, Tucson, 
AZ 
WPB 014 CHIPS (Complete Hierachical Integration of Protein 
Searches), a Database Program for Storing, Filtering 
and Comparing Sequest Outputs; Amy-Joan L. Ham2; 
Sean W. Davey1; Julie A. Jones1; Daniel C. Liebler2; 
1University of Arizona, Tucson, AZ; 2Vanderbilt University, 
Nashville, TN 
WPB 015 Towards a Comprehensive and Accurate Method for 
Automated Protein Identification from 2D-Gels and 
MALDI-TOFMS Data; Stephen W. Hunsucker; Jennifer 
L. Baltz; Lewis M. Brown; Steve  Helmke; Mark W. 
Duncan; University of Colorado Health Sciences Center, 
Denver, CO 
WPB 016 A Method for the Analysis of Stable Isotope Labeling 
Data in Proteomics; Xiang Zhang1; Wade Hines1; Jiri 
Adamec2; John Asara1; Steve Naylor3; Fred Regnier2; 
1Beyond Genomics Inc, Waltham, MA; 2Purdue University, 
West Lafayette, IN; 3Boston University School of Medicine, 
Boston, MA 
WPB 017 Automated Structural Elucidation of Glycopeptides 
from MS/MS Spectra; Baozhen Shan; Kaizhong Zhang; 
Bin Ma; Cunjie Zhang; Gilles Lajoie; University of 
Western Ontario, London, ON, Canada 
WPB 018 A Computational Method for Automated De Novo 
Peptide Sequencing using Cross-Correlated 
Electrospray Tandem Mass Spectra; Michael Lin; 
Matthew Sniatynski; Robert Taylor; Patrick Beaudette; 
Jason Rogalski; Juergen Kast; Biomedical Research 
Centre, Vancouver, BC, Canada 
WPB 019 OMSSA: An Efficient MS/MS Peptide Spectra Search 
Algorithm with Explicit Probability Scoring; Lewis Y 
